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This is a wwPDB EM Validation Summary Report for a publicly released PDB entry.

We welcome your comments at validation@mail.wwpdb.org
A user guide is available at
https:/ /www.wwpdb.org/validation/2017/EM ValidationReportHelp
with specific help available everywhere you see the (1) symbol.

The types of validation reports are described at
http://www.wwpdb.org/validation /2017 /FAQs#types.

The following versions of software and data (see references (1)) were used in the production of this report:

EMDB validation analysis : 0.0.1.dev132
Mogul : FAILED
MolProbity : FAILED

Buster-report : FAILED
Percentile statistics : 20250101.v01 (using entries in the PDB archive January 1st 2025)
EM percentile statistics : NOT EXECUTED
MapQ : FAILED
Ideal geometry (proteins) : Engh & Huber (2001)
Ideal geometry (DNA, RNA) : Parkinson et al. (1996)

Validation Pipeline (wwPDB-VP) : 2.49
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1 Overall quality at a glance (i)

The following experimental techniques were used to determine the structure:
ELECTRON MICROSCOPY

The reported resolution of this entry is 2.80 A.
There are no overall percentile quality scores available for this entry.

MolProbity failed to run properly - the sequence quality summary graphics cannot be shown.
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2 Entry composition (i)

There are 28 unique types of molecules in this entry. The entry contains 1014295 atoms, of which
1824 are hydrogens and 0 are deuteriums.

In the tables below, the AltConf column contains the number of residues with at least one atom
in alternate conformation and the Trace column contains the number of residues modelled with at
most 2 atoms.

e Molecule 1 is a protein called Phycoerythrin alpha subunit.

Mol | Chain | Residues Atoms AltConf | Trace
L Al 164 ?2)?3%1 7?9 21119 225 g 0 0
L o 164 ?2);%1 7?9 21119 225 g 0 0
L El 164 ??5%1 7?9 211]9 225 g 0 0
L Gl 164 gg%l 7(719 21119 225 g 0 0
L nu 164 ?gg%l 7C739 2?9 225 g 0 0
L K 164 gg%l 7(739 21119 225 ? 0 0
L M 164 ?2);%1 739 21119 225 3 0 0
L A 164 ?(2);%1 7(;9 21119 225 g 0 0
| R 164 ?2);%1 7?9 21119 225 3 0 ¥
L n 164 ?2);%1 7(;9 21119 225 g 0 0
LV 164 ?2);%1 7(739 21119 225 ? 0 0
L X 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L od 164 ?2);%1 7(7j9 21119 225 ? ¥ 0
Loel 164 ?(2);%1 7(;9 21119 225 ? 0 0
L] el 164 ?(2);%1 7(;9 21119 225 S 0 0
b i 164 ?gg%l 7(;9 211]9 225 g 0 0
L M 164 ?gg%l 7(;9 21119 225 ? 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1 ml 164 ?gg?)l 7(719 2?9 225 g 0 0
1 pl 164 33?31 7C739 2?9 225 g 0 0
1 il 164 ?gg?)l 7(7]9 2?9 225 ? 0 0
! i 164 ?gg?)l 7?9 2?9 251)5 ? 0 0
1 v 164 ?2);%1 7?9 2T9 225 g 0 0
L« 164 ?2);%1 7?9 21119 225 3 0 0
L2 164 ?2);%1 7(;9 21119 225 g 0 0
L o2 164 ?(2);1 7(739 21119 225 ? 0 0
L] @ 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L =2 164 ?;g%l 7(7j9 21119 225 ? 0 0
L w2 164 ?(2);%1 7(;9 21119 225 ? 0 0
Lo w2 164 ?(2);%1 7(;9 21119 225 S 0 0
1 22 164 ?gg%l 7(7]9 21119 225 g 0 0
1 b2 164 ?gg%l 7(7]9 21119 225 ? 0 0
! d2 164 ??5%1 7(739 21119 225 ? 0 0
! 2 164 ??5%1 7(7]9 21119 225 ? 0 0
! h2 164 fgt;él 7?9 21119 225 ? 0 0
! 12 164 ?5?81 7?9 21119 225 ? 0 0
1 2 164 ql?gg%l 7(739 21?9 225 g 0 0
1 A3 164 ?ggaol 7(739 21?9 225 g 0 0
1 3 164 ?ggaol 7(739 21?9 225 g 0 0
Continued on next page...
grbB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1| B3 164 gg%l 7(719 21119 225 g 0 0
L | G 164 ?gg%l 7C739 21119 225 3 0 0
1L B 164 ?gg%l 7(739 21119 225 ? 0 0
1| K3 164 ?gg%l 7?9 21119 251)5 ? 0 0
1| M3 164 ?2);%1 7?9 2T9 225 g 0 0
L 08 164 ?2);%1 7?9 21119 225 3 0 0
L] @ 164 ?2);%1 7(;9 21119 225 g 0 0
L =3 164 ?(2);1 7(739 21119 225 ? 0 0
L s 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L] W3 164 ?;g%l 7(7j9 21119 225 ? 0 0
L A4 164 ?(2);%1 7(;9 21119 225 ? 0 0
L ¢4 164 ?(2);%1 7(;9 21119 225 S 0 0
L) H 164 %;1 7(739 211]9 225 ? 0 0
L] G4 164 ?gg%l 7(739 211]9 225 ? 0 0
L] 164 ?gt;g 7(739 211]9 225 ? 0 0
1| K4 164 ??5%1 7(719 2T9 225 g 0 0
1| M 164 ?ggl 7?9 2T9 225 ? 0 0
| P4 164 fi?%l 7(719 21;]9 225 ? 0 0
1| R4 164 q1?(2)?)1 7(739 21;]9 225 ? 0 0
1 T4 164 ?2)?01 7(739 21;]9 225 g 0 0
L V4 164 ?2)?01 7(739 21;]9 225 g 0 0
Continued on next page...
gPDB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1 X4 164 ?gg%l 7C719 21119 225 g 0 0
1 cd 164 33?31 7C739 2?9 225 g 0 0
1 ed 164 ?gg?)l 7(7]9 2?9 225 ? 0 0
! gd 164 ?gg?)l 7?9 2?9 251)5 ? 0 0
1 i 164 ?2);%1 7?9 2T9 225 g 0 0
RS 164 ?2);%1 7?9 21119 225 3 0 0
L] ma 164 ?2);%1 7(;9 21119 225 g 0 0
Lo 164 ?(2);1 7(739 21119 225 ? 0 0
L) oo 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L u 164 ?;g%l 7(7j9 21119 225 ? 0 0
L v 164 ?(2);%1 7(;9 21119 225 ? 0 0
L 164 ?(2);%1 7(;9 21119 225 S 0 0
1 & 164 ?gg%l 7(7]9 211]9 225 ? 0 0
1 J5 164 ?gg%l 7(7]9 21119 225 ? 0 0
! 06 164 fggél 7(739 21119 225 ? 0 0
! Q6 164 fgt;él 7(7]9 21119 225 ? 0 0
! 56 164 fgt;él 7?9 21119 225 ? 0 0
! UG 164 11“;;%1 7?9 21119 225 5 0 0
1 W6 164 ql?gg%l 7(739 21?9 225 g 0 0
1 26 164 ?ggaol 7(739 21?9 251)5 g 0 0
1 bo 164 ?ggaol 7(739 21?9 225 g 0 0
Continued on next page...
gPrDE
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
L) dé 164 g;;l 7C719 21119 225 g 0 0
L| 1 164 ?gg%l 7C739 21119 225 3 0 0
L | h6 164 ?gg%l 7(739 21119 225 ? 0 0
Lo s 164 ?gg%l 7?9 21119 251)5 ? 0 0
1 16 164 ?2);%1 7?9 2T9 225 g ¥ 0
L o7 164 ?2);%1 7?9 21119 225 3 0 ¥
L 164 ?2);%1 7(;9 21119 225 g 0 0
Lo st 164 ?(2);1 7(739 21119 225 ? 0 0
L v 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L| w7 164 ?;g%l 7(7j9 21119 225 ? 0 0
L & 164 ?(2);%1 7(;9 21119 225 ? 0 0
Lo 164 ?(2);%1 7(;9 21119 225 S 0 0
L a 164 ?gg%l 7(739 211]9 225 g 0 0
L 164 ?gg%l 7(739 211]9 225 ? 0 0
Lo 164 ??5%1 7(719 211]9 225 ? 0 0
Lo 164 ??5%1 7(7]9 211]9 225 g 0 0
L 164 ?ggl 7?9 211]9 225 ? 0 0
L ©8 164 1;;;651 7(719 211]9 225 ? 0 0
1| E8 164 q1?(2)?)1 7(739 211]9 225 g 0 0
L G8 164 ?2)?01 7(739 211]9 225 g 0 0
1| B 164 ?2)?01 7(739 211]9 225 g 0 0
Continued on next page...
grbB



Page 8

wwPDB EM Validation Summary Report

EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
L] K8 164 gg%l 7(719 21119 225 g 0 0
1| Ms 164 ?gg%l 7C739 21119 225 3 0 0
L 08 164 ?gg%l 7(739 21119 225 ? 0 0
L] Qs 164 ?gg%l 7?9 21119 251)5 ? 0 0
L 8 164 ?2);%1 7?9 2T9 225 g 0 0
L U8 164 ?2);%1 7?9 21119 225 3 0 0
L] W 164 ?2);%1 7(;9 21119 225 g 0 0
L] ¥8 164 ?(2);1 7(739 21119 225 ? 0 0
L 8 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L d8 164 ?;g%l 7(7j9 21119 225 ? 0 0
1 f8 164 ?(2);%1 7(;9 21119 225 ? 0 0
1| h8 164 ?(2);%1 7(;9 21119 225 S 0 0
LB 164 %;1 7(739 211]9 225 ? 0 0
L] B8 164 ?gg%l 7(739 211]9 225 ? 0 0
1| BY 164 ?gt;g 7(739 211]9 225 ? 0 0
1| D9 164 ??5%1 7(719 2T9 225 g 0 0
L 164 ?ggl 7?9 2T9 225 ? 0 0
1| HY 164 fi?%l 7(719 21;]9 225 ? 0 0
L » 164 q1?(2)?)1 7(739 21;]9 225 ? 0 0
L L9 164 ?2)?01 7(739 21;]9 225 g 0 0
L N9 164 ?2)?01 7(739 21;]9 225 g 0 0
Continued on next page...
gPDB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
| P 164 gg%l 7(719 21119 225 g 0 0
L R 164 ?gg%l 7(739 21119 225 3 0 0
L1 164 ?gg%l 7C739 21119 225 ? 0 0
LV 164 ?gg%l 7?9 21119 251)5 ? 0 0
L X9 164 ?2);%1 7?9 2T9 225 g ¥ 0
L | CA 164 ?2);%1 7?9 21119 225 3 0 ¥
L | EA 164 ?2);%1 7(;9 21119 225 g 0 0
1| GA 164 ?(2);1 7(739 21119 225 ? 0 0
L 1A 164 ?(2);%1 7?9 21119 251)5 ? 0 0
1| Ka 164 ?;g%l 7(7j9 21119 225 ? 0 0
1| MA 164 ?(2);%1 7(;9 21119 225 ? 0 0
L oA 164 ?(2);%1 7(;9 21119 225 S 0 0
L QA 164 ?gg%l 7(739 211]9 225 ? 0 0
L 54 164 ?gg%l 7(739 211]9 225 ? 0 0
1| UA 164 ?gt;g 7(739 211]9 225 ? 0 0
L WA 164 ??5%1 7(719 2T9 225 ? 0 0
L YA 164 f(éé%l 7?9 2T9 225 ? 0 0
L al 164 1{3?51 7(719 21119 225 ? 0 0
1| da 164 q1?(2)?)1 7(739 21;]9 225 ? 0 0
L 1A 164 ?2)?01 7(739 21;]9 225 g 0 0
L ha 164 ?2)?01 7(739 21;]9 225 g 0 0
Continued on next page...
grbB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
LA 164 gg%l 7(719 21119 225 g 0 0
L] 1A 164 ?gg%l 7C739 21119 225 3 0 0
1| OB 164 ?gg%l 7(739 21119 225 ? 0 0
L] QB 164 ?gg%l 7?9 21119 251)5 ? 0 0
1| SB 164 ?2);%1 7?9 2T9 225 g 0 0
1| UB 164 ?2);%1 7?9 21119 225 3 0 0
1| WB 164 ?2);%1 7(;9 21119 225 g 0 0
1| 7B 164 ?(2);1 7(739 21119 225 ? 0 0
1| bB 164 ?(2);%1 7?9 21119 251)5 ? 0 0
1| dB 164 ?;g%l 7(7j9 21119 225 ? 0 0
L | B 164 ?(2);%1 7(;9 21119 225 ? 0 0
1| hB 164 ?(2);%1 7(;9 21119 225 S 0 0
LB 164 %;1 7(739 211]9 225 ? 0 0
L B 164 ?gg%l 7(739 211]9 225 ? 0 0
L 164 ?gt;g 7(739 211]9 225 ? 0 0
L | AD 164 ??5%1 7(719 2T9 225 g 0 0
L ob 164 ?ggl 7?9 2T9 225 ? 0 0
1| BD 164 fi?%l 7(719 21;]9 225 ? 0 0
L | GD 164 q1?(2)?)1 7(739 21;]9 225 ? 0 0
L b 164 ?2)?01 7(739 21;]9 225 g 0 0
I | Kb 164 ?2)?01 7(739 21;]9 225 g 0 0
Continued on next page...
gPDB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
L | MD 164 ?gg%l 7C719 21119 225 g 0 0
1| Ob 164 ?gg%l 7(739 21119 225 g 0 0
L] Qb 164 ?gg%l 7(739 21119 225 3 0 0
L] 5P 164 ?gg%l 7?9 21119 251)5 3 0 0
1| ub 164 ?2);%1 7?9 2T9 225 g 0 0
L | WD 164 ?2);%1 7?9 21119 225 3 0 0
L | AE 164 ?2);%1 7(;9 21119 225 g 0 0
L | CE 164 ?(2);1 7(739 21119 225 ? 0 0
1| EE 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L | GE 164 ?;g%l 7(7j9 21119 225 ? 0 0
L Ik 164 ?(2);%1 7(;9 21119 225 ? 0 0
1| KB 164 ?(2);%1 7(;9 21119 225 S 0 0
1| ME 164 ?gg%l 7(7]9 21;19 225 ? 0 0
L | OF 164 %;1 7(7]9 21119 225 ? 0 0
L) QR 164 E?g 7(719 21119 225 ? 0 0
L | SE 164 ?3?81 7(739 2T9 225 ? 0 0
1| UE 164 fgt;él 7?9 2?9 225 ? 0 0
L | WE 164 fgt;él 7?9 2?9 225 ? 0 0
L | YE 164 ql?gg?)l 7(739 21119 225 ? 0 0
1 al? 164 ?2)?01 7(739 21;]9 251)5 5 0 0
1 ck 164 ?2)?01 7(719 21119 225 g 0 0
Continued on next page...
gPDB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1 ek 164 ?gg?)l 7(719 2?9 225 g 0 0
1 gb 164 33?31 7C739 2?9 225 g 0 0
! ik 164 ?gg%l 7(739 21?9 225 3 0 0
! ki 164 ?gg%l 7?9 2?9 251)5 ? 0 0
1] mE 164 ?2);%1 7?9 2T9 225 g 0 0
1| ob 164 ?2);%1 7?9 21119 225 3 0 0
L] ab 164 ?2);%1 7(;9 21119 225 g 0 0
1| sk 164 ?(2);1 7(739 21119 225 ? 0 0
L b 164 ?(2);%1 7?9 21119 251)5 ? 0 0
1| OF 164 ?;g%l 7(7j9 21119 225 ? 0 0
L] QF 164 ?(2);%1 7(;9 21119 225 ? 0 0
L | 5F 164 ?(2);%1 7(;9 21119 225 S 0 0
L UF 164 ?gg%l 7(739 21119 225 ? 0 0
L WF 164 ?gg%l 7(739 21119 225 ? 0 0
! ZE 164 Eg%l 7(739 21119 225 ? 0 0
! bE 164 ?5?51 7(719 21119 225 ? 0 0
! dF 164 fgt;él 7?9 21119 225 ? 0 0
! ¥ 164 ?3?81 7(719 21119 225 ? 0 0
1 b 164 q;gg?)l 7(739 211]9 225 g 0 0
1 ¥ 164 fggaol 7(739 211]9 225 g 0 0
1 ¥ 164 ?ggaol 7(739 211]9 225 g 0 0
Continued on next page...
grbB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
! AG 164 ?gg%l 7C719 21119 225 g 0 0
! CG 164 ?gg%l 7C739 21119 225 3 0 0
! EG 164 ?gg%l 7(739 21119 225 3 0 0
| GG 164 ?gg%l 7?9 21119 251)5 ? 0 0
LG 164 ?2);%1 7?9 2T9 225 g ¥ 0
L | KG 164 ?2);%1 7?9 21119 225 3 0 ¥
L| MG 164 ?2);%1 7(;9 21119 225 g 0 0
L oG 164 ?(2);1 7(739 21119 225 ? 0 0
L] QG 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L G 164 ?;g%l 7(7j9 21119 225 ? 0 0
L UG 164 ?(2);%1 7(;9 21119 225 ? 0 0
L | WG 164 ?(2);%1 7(;9 21119 225 S 0 0
L YG 164 ?gg%l 7(739 21119 225 ? 0 0
L aG 164 ?gg%l 7(7]9 211]9 225 ? 0 0
L oG 164 ?ggél 7(739 211]9 225 ? 0 0
L eG 164 ?5?81 7(7]9 2T9 225 ? 0 0
! gG 164 fi?%l 7?9 21119 225 ? 0 0
L iG 164 ?5?81 7(739 21119 225 ? 0 0
L kG 164 ql?gg%l 7(739 21119 225 g 0 0
L mG 164 ?2)?01 7(739 21;]9 251)5 5 0 0
! oG 164 ?2)?01 7(719 21119 225 g 0 0
Continued on next page...
grbB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1 qG 164 ?gg?)l 7(719 2?9 225 g 0 0
1 $G 164 33?31 7C739 2?9 225 g 0 0
1 uG 164 ?gg?)l 7(7]9 2?9 225 ? 0 0
! Ol 164 ?gg%l 7?9 21119 251)5 ? 0 0
L 164 ?2);%1 7?9 2T9 225 g 0 0
L 8l 164 ?2);%1 7?9 21119 225 3 0 0
L u 164 ?2);%1 7(;9 21119 225 g 0 0
L Wi 164 ?(2);1 7(739 21119 225 ? 0 0
L 164 ?(2);%1 7?9 21119 251)5 ? 0 0
L] b 164 ?;g%l 7(7j9 21119 225 ? 0 0
L d 164 ?(2);%1 7(;9 21119 225 ? 0 0
1 T 164 ?(2);%1 7(;9 21119 225 S 0 0
1 b 164 ?gg%l 7(739 21119 225 ? 0 0
1 Il 164 fgg%l 7(7]9 21119 225 ? 0 0
! 1 164 ?gt;g 7(739 21119 225 ? 0 0
! BJ 164 ??5%1 7(7]9 21119 225 ? 0 0
! bJ 164 fgtfél 7?9 21119 225 ? 0 0
! FJ 164 ?52%1 7(739 21119 225 ? 0 0
1 HJ 164 ql?gg%l 7(739 21119 225 g 0 0
1 1] 164 ?gtksaol 7(739 21119 225 g 0 0
1 LJ 164 ?ggaol 7(739 21;]9 225 g 0 0
Continued on next page...
gPrDE
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1 NJ 164 ?gg%l 7(719 21119 2(25 g 0 0
1 P 164 ?gg%l 7(739 21119 2(25 g 0 0
1 RJ 164 ?gt;(%)l 7(739 21119 2(25 ? 0 0
! 1 164 ?gg%l 7?9 21119 225 ? 0 0
1 v 164 ilrgt;gl 7?9 21119 225 g 0 0
L& 60| 100 70 o0 a5 7 0 0
e Molecule 2 is a protein called B-phycoerythrin beta chain.

Mol | Chain | Residues Atoms AltConf | Trace
2 Bl 1 ?gft)zl 8%0 21;15 2(5)7 1S2 0 0
2 bl 1 ?gstazl SE)JO 21;15 2(5)7 1S2 0 0
2 ki 1 ?ggil SSO 21;15 2(5)7 182 0 0
2 Hi 1 ?gg?l 8%2 21;15 2(5)8 182 1 0
2 ) T 00 w0 o o5 1 0 0
2 L1 1 ’fggjll 8(030 21;15 2(537 1S2 0 0
2 Ol 1 r‘lr(2)ft;j11 8(50 21;15 287 182 0 0
2 Ql 1 ?(Q)E;jll 8(50 21;5 2?7 182 0 0
2 >l 1 ?ggil SSO 21;5 2?7 182 0 0
2| U 7T e son o 20 10 2 0
2 Wi 1 111(2);3{;11 8(0]0 21;15 2(5?7 1S2 0 0
2 Yl 1 Iljgg?ll 8%)]0 21;5 2(5)7 182 0 0
2 Z1 146 Iljgggl 6(534 11;37 2(1)3 181 0 0

Continued on next page...
$roe
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 al 146 ?8?51 6?4 115\317 2(1)3 181 0 0
2 dl 1 33511 sgo 21;15 2(5)7 1S2 0 0
2 fl 1 33511 sgo 21;15 2(5)7 182 0 0
2 hl 1 ?ggil sgo 21;15 2(5)7 182 0 0
2 " 1 ?2)5;1 8%2 21;15 2(5)8 1S2 1 0
2 1 1 ?2);11 sgo 2215 2(5)7 1S2 0 0
2 nl 1 ?2);11 8(030 21;]5 2(;7 1S2 0 0
2 al 1 ?2);11 8(50 21;]5 287 1S2 0 0
2 s1 1 ?2);11 8%0 21;]5 287 1S2 0 0
2 ul 1 ?ggil sgo 21;5 287 182 0 0
2wl 1 ?gg%l 8(034 21;]5 2(5)9 1S2 2 0
2 vl 1 ?(2);11 8(0]0 21;]5 2(5?7 182 0 0
2 1 1 fgtgil 8%30 2215 2(5)7 182 0 0
2 b2 1 fgtgil 8(0]0 21;5 2(5)7 1S2 0 0
2 R2 1 ?3511 8%0 21;15 2(;7 182 0 0
2 12 17 ?ggil 8%0 21;15 2(5?7 182 0 0
2 V2 17 ?;gil 8%0 21;]5 2(537 182 0 0
2 Y2 1 112;11 8%0 21;15 2(5)7 132 0 0
2 a2 1 ql?ggil 8(030 21;]5 2(5)7 1S2 0 0
2 c2 1 ?ggil 8(030 21;]5 2(5)7 1S2 0 0
2 e2 1 ?3511 8(030 21;]5 2(537 1S2 0 0
Continued on next page...
gPrDE
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 82 1 ?;st)zl sgo 21;I5 2(5)7 182 0 0
2 2 1 Tl‘; ft;;l 8%2 21;15 2(;8 182 1 0
2 k2 1 ?g gzl 8%0 21;5 2(5)7 1S2 0 0
2 m2 L ?;gil sgo 21;15 2(5)7 182 0 0
2| B3 T 00 w0 o o5 1 0 0
2 b3 1 ’fggil 8%0 21;]5 2(5)7 182 0 0
2 k3 1 r‘1&2)?;;11 8(030 21;]5 2(;7 182 0 0
2| T e sor om0 10 2 0
2 13 1 ?(2);?11 8%0 21;]5 2?7 182 0 0
2 L3 1 qu;gil 8(50 21;]5 287 182 0 0
2| N3 T s se a3 200 10 ¥ 0
2 P3 1 11?(%1 8(0]6 21;5 2((20 182 3 0
2 R3 1 111§J(G)?’>l 8%)]6 21;15 2(6)0 182 3 0
2 3 1 1115(6)?’)1 8(0]6 21;15 2(6?0 182 3 0
2 V3 1 112831 8%6 21;15 2(6?0 182 3 0
2 X3 1 11128&;’)1 8%6 21;15 2((?() 182 3 0
2 B4 L7 rfg g&;ll 8%() 21;]5 2(537 182 0 0
2 bd 1 rfg gil 8%0 21;15 2(5)7 132 0 0
2 b4 1 ?2) gil 8(030 21;15 2(5)7 132 0 0
2 H4 1 P{g gaol 8%34 21;15 2?9 182 2 0
2 J4 1 ?(2) gil 8%0 21;15 2?7 182 0 0

Continued on next page...
sPrpe
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 L4 1 ?5511 sgo 21§5 2(5)7 182 0 0
2 04 1 fggil sgo 21;15 2(5)7 1S2 0 0
2 Q4 1 TZZT sgo 21;5 2(5)7 182 0 0
2 >4 1 ?ggil Sgo 21;15 2(5)7 182 0 0
2 U4 1 ?gg%l 8%4 21;15 2(5)9 1S2 2 0
2 Wi 1 ?ggil 8%0 2215 2(5)7 1S2 0 0
2 Y4 1 ?ggil 8(030 2215 2(;7 1S2 0 0
2| 146 38?51 6(;4 1217 2(1)3 1S1 0 0
2| o4 146 ?8221 624 1217 2?3 1S1 0 0
2 4 1 ?ggil 8(50 2215 287 1S2 0 0
2 4 1 ?2);11 8(030 21;I5 2?7 1S2 0 0
2 hd 1 ?2);11 8(0]0 21;I5 2%)7 182 0 0
2 14 1 ?g;l 8(52 2215 2(5)8 182 L 0
2 14 1 fgtgil 8(030 21;5 2(5)7 1S2 0 0
2 nd 1 ?3511 8%0 21;5 2(;7 182 0 0
2 a4 17 fggil 8%0 21;15 2(;7 1S2 0 0
2 s4 17 ?ggil 8%0 21;]5 2(537 182 0 0
2 ud 1 112;11 8%0 21;]5 2(5)7 1S2 0 0
2 wd L ql?gg%l 8(034 21;15 2(5)9 182 2 0
2 v L ?ggil 8(030 21;]5 2(5)7 1S2 0 0
2 14 1 fgtgil 8(030 21;15 2(537 182 0 0
Continued on next page...
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 A5 146 ?())Esa; 6?4 11;;7 2(1)3 181 0 0
2 B5 146 ?8?51 6?4 11;;7 2(1)3 181 0 0
2 5 146 ?())ESZI 6?4 115\;17 2(1)3 1S1 0 0
2 k5 146 ?8?51 6?4 127 2(1)3 181 0 0
2 G5 146 ?8?51 6?4 1217 2?3 1S1 0 0
2 146 ?gg 6?4 1217 2?3 1S1 0 0
2 15 1 ?ggil 8(030 2215 2(537 1S2 0 0
2 Ko 1 ?2);11 8(50 21;I5 2?7 1S2 0 0
2| L 146 ?8221 624 1217 2?3 1S1 0 0
2 P6 1 ?ggil 8(50 21;5 287 1S2 0 0
2 RG 1 ?2);11 8(030 21;]5 2(5)7 1S2 0 0
2 16 1 ?2);11 8(0]0 21;]5 2?7 182 0 0
2 V6 1 ?gg%l 8%34 21;5 2(5)9 182 2 0
2 Y6 1 fgtgil 8(0]0 21;5 2(5)7 1S2 0 0
2 ab 1 ?3511 8%0 21;5 2(;7 182 0 0
2 6 17 fggil 8%0 21;15 2(;7 1S2 0 0
2 6 17 ?ggil 8%0 21;]5 2(537 182 0 0
2 g0 L 112;11 8%0 21;]5 2(5)7 1S2 0 0
2 i6 L qug?)l 8(034 21;153 2(5)9 1S2 2 0
2 k6 1 ?ggil 8(030 21;15 2(5)7 182 0 0
2 m6 1 ?3511 8(030 21;]5 2(537 1S2 0 0
Continued on next page...
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 7 1 33511 sgo 21;I5 2(5)7 182 0 0
2 R 1 33511 sgo 21;5 2(5)7 182 0 0
2 17 1 fggil sgo 21;15 2(5)7 182 0 0
2 Vi 1 ?gg%l 8g4 21;15 2(5)9 182 2 0
2| Y7 1 ?2);11 Sgo 21;15 2(5)7 1S2 0 0
2 ar 1 ?2);11 8%0 21;]5 2(5)7 1S2 0 0
2 o7 1 ?2);11 8(030 21;]5 2(;7 1S2 0 0
2 o7 1 ?2);11 8(50 21;]5 287 1S2 0 0
2 87 1 ?2);11 8%0 21;]5 287 1S2 0 0
2| 1 ?gg%l 8(54 21;]5 289 182 2 0
2 k7 1 ?2);11 8(030 21;5 2?7 182 0 0
2 m7 1 ?(2);11 8(0]0 21;]5 2(5?7 182 0 0
2 b8 1 fgf%l 836 21;5 2(6)0 182 3 0
2 I8 1 ?3831 8(036 21;5 2(6?0 182 3 0
2 Hs 1 ?3831 8%6 21;5 2(6)0 182 3 0
2 I8 1 ?28%1 8%4 21;15 2(5?9 132 2 0
2 L8 1 fgf)?,l 8%6 21;15 2(6?0 182 3 0
2 N8 L fgf%l 8%6 21;15 2(6?0 132 3 0
2 P8 1 ql?ggil 8(030 21;15 2(5)7 132 0 0
2 R8 1 ?gtga%l 8(012 21;15 2(5)8 1S2 1 0
2 18 1 ?ggaél 8(016 21;15 220 182 3 0
Continued on next page...
gPrDE
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 Ve 1 ?ggzl 8%6 21;15 2((?0 1S2 3 0
2 A8 1 Tl‘g E)%l 8%4 21;15 2(5)9 182 2 0
2 z8 1 rl;ggzl 8%)6 21;5 2((2() 1S2 3 0
2 8 177 ?gg?)l 8%4 21;15 2(5)9 182 2 0
2 e L 33531 8%6 21;15 z(é)o 182 s 0
2| 8 1 f?ffo,l 8%6 21;5 2(6)0 1S2 3 0
2| B 7T s w6 o3 200 10 s 0
2| K8 T s se a2 200 10 s 0
2| m8 T s se a3 200 10 s 0
2 9 1 ?ggil 8(50 21;15 2(;7 182 0 0
2 E9 1 111(2)2;511 8(0}0 21;15 2(5)7 182 0 0
2 G9 1 F{(Z) gzl 8(50 21515 2(5?7 182 0 0
2 19 L7 rf; g%l 8%34 21;5 2(5)9 182 2 0
2 K9 L7 rf; gil 8(030 21;15 2(5)7 182 0 0
2 M9 17 ?g gil 8%0 21;15 2(5)7 182 0 0
2 09 L7 ?; gil 8%0 21;15 2(5)7 182 0 0
2 Q9 L7 rf; gil 8%() 21;]5 2(;7 182 0 0
2 59 1 rf; gil 8%0 21;]5 2(5)7 182 0 0
2 U9 1 rfg E)E(l)l 8(034 21;]5 2(5)9 182 2 0
2 W9 1 ?2) gil 8%30 21;]5 2?7 182 0 0
2 Y9 1 ?(2) gil 8%30 21;]5 2?7 182 0 0

Continued on next page...
sPrpe
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 DA 1 33331 8%6 21;15 2((30 132 3 0
2 FA 1 33331 8%6 21;15 2((30 182 3 0
2 HA 1 333‘?,1 8%6 21;5 2((30 182 3 0
2 JA 1 ?gg?)l 8%4 21;15 2(5)9 182 2 0
2 LA 1 ?5831 8%6 21;15 z(é)o 182 3 0
2 | NA 1 f?f%l 8%6 21;5 2(6)0 182 3 0
2 PA 1 ?2);11 8(030 21;I5 2(5?7 1S2 0 0
2 RA 1 ?2);1 8(52 21;]5 2?8 1S2 1 0
2| TA 1 f??%l 8%6 21;]5 2C6)o 182 3 0
2| VA 1 33831 8(56 21;]5 2C6)o 182 3 0
2| XA 1 ?gg%l 8(0]4 21;]5 2(5)9 1S2 2 0
2 ZA 1 33331 8(0]6 21;5 220 182 3 0
2 cA 1 ?gg%l 8%34 21;5 2(5)9 182 2 0
2 eA 1 fgf%l 8(0]6 21;5 2(6?0 1S2 3 0
2 gA 1 33831 8%6 21;5 2(6)0 1S2 3 0
2 iA 1 fgff),l 8(56 21;15 2(6)() 132 3 0
2 kA 1 f@f%l 8%6 21;]5 2(6?0 182 3 0
2 | mA L 153831 8%6 21;15 2(6?0 182 3 0
2 PB 1 q1?(2)5?41 8(030 21;15 2(5)7 1S2 0 0
2 RB 1 ?ggil 8(030 21;5 2(5)7 182 0 0
2 B 1 fgtgil 8(010 21;5 2(537 182 0 0
Continued on next page...
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 VB 1 ?gg%l 8%4 21;15 2(5)9 182 2 0
2 YB 1 ?SZT sgo 21;15 2(5)7 1S2 0 0
2 aly 1 TZZT sgo 21;15 2(5)7 182 0 0
2 cB 1 ?;gil sgo 21;15 2(5)7 182 0 0
2| B 1 ?2);11 Sgo 21;15 2(5)7 1S2 0 0
2 &b 1 ?2);11 8%0 21;]5 2(5)7 182 0 0
2| B 1 ?gg%l 8(034 21;]5 2(;9 1S2 2 0
2 kB 1 ?ggil 8(50 21;I5 2?7 1S2 0 0
2 mB 1 ?2);11 8%0 21;]5 287 1S2 0 0
2| AC 146 ?8?51 6(;4 1217 2C1)3 181 0 0
2| BC 146 ?8221 6?4 12]7 2C1)3 181 0 0
2 cC 146 ?82%1 6?4 11;7 2(1)3 181 0 0
2 FC 146 ?82%1 6?4 11;7 2(1)3 181 0 0
2 GC 146 ?gtﬁagsl 6(5]4 115\3]7 2(1)3 1S1 0 0
2 HC 146 ?82?1 6(;4 112\317 2(1)3 1S1 0 0
2 Ic 176 ggg 735 21;14 2(;6 1S1 0 0
2 KC 17 ?ggil 8%0 21;]5 2(537 182 0 0
2 LC 146 1;8?51 6?4 115\3]7 2(1)3 1S1 0 0
2 BD 1 ql?(z)gil 8%0 21;153 2(5)7 1S2 0 0
2 bD 1 ?ggil 8%30 21;5 2(5)7 1S2 0 0
2 FD 1 ?(2);11 8%30 21;15 2(537 182 0 0
Continued on next page...
gPrDE
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 HD 1 Tl‘g E)%l 8%4 21;15 2(5)9 182 2 0
2 D 1 Tl‘g ft;jll 8%0 21;15 2(5)7 182 0 0
2 LD 1 ?g gzl 8%0 21;15 2(5)7 1S2 0 0
2 ND 1 ?;gzl 8%6 21;15 2((?() 182 3 0
2 PD 1 ilrgg?’)l 8%6 21;15 2(()?() 182 3 0
2 | RD T s se a3 200 10 s 0
2| 1D 7T s w6 o3 200 10 s 0
2| VD T s se a2 200 10 s 0
2| XD T s se a3 200 10 s 0
2 BE 1 qugg;l 8(52 21;]5 288 182 1 0
2 | DB T s se a3 200 10 ¥ 0
2 FE 1 qug(c)?’)l 8(0]6 21;]5 2(80 182 3 0
2 HE 1 1121%1 8%]6 21;5 2(6)0 182 3 0
2 JE 1 1121%1 8%6 21;15 2(6?0 182 3 0
2 LE 1 1112821 836 21;]5 2(6?0 182 3 0
2 NE 1 111(;831 836 21;15 2(6?() 182 3 0
2 PE 1 rfggzl 8%6 21;15 2(6?0 182 3 0
2 RE 1 rfg 8281 8%4 21;]5 2(5)9 1S2 2 0
2 TE 1 rfg gaol 8(034 21;]5 2(5)9 1S2 2 0
2 VE 1 P{g gaol 8%34 21;]5 2?9 182 2 0
2 XE 1 ?gga?)l 8(036 21;15 2((?0 182 3 0

Continued on next page...
sPrpe
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 ZE 1 fgf%l 8%6 21;15 2(@?0 182 3 0
2 bE 1 ?5331 8%36 21;15 2((?0 1S2 3 0
2 dE 1 ?gg%l 8%4 21;]5 2(5)9 182 2 0
2 fE 1 ?gg%l 8%4 21;15 2(5)9 182 2 0
2 hE 1 33531 8%6 21;15 2(6)0 1S2 3 0
2| B 1 f?ffo,l 8%6 21;5 2(6)0 1S2 3 0
2| 1B 1 ?gg;l 8%6 21;]5 2(6)0 1S2 3 0
2 | nb 1 33331 8(56 21;]5 2(6)0 1S2 3 0
2| pE 1 f??%l 8%6 21;]5 2C6)o 182 3 0
2 | Ik 1 33831 8(56 21;]5 2C6)o 182 3 0
2| tE 1 ?gg%l 8(034 21;]5 2(5)9 1S2 2 0
2 vE 1 fgf%l 8(0]6 21;]5 220 182 3 0
2 PE 1 fgtgil 8%30 21;5 2(5)7 1S2 0 0
2 RE 1 fgtgil 8(030 21;5 2(5)7 1S2 0 0
2 TF 1 fgtgil 8%0 21;15 2(5?7 182 0 0
2 VE 1 fgffél 834 21;15 2(5?9 182 2 0
2 YE 17 ?;gil 8%0 21;]5 2(537 182 0 0
2 ak 1 112;11 8%0 21;]5 2(5)7 1S2 0 0
2 ck 1 ql?ggil 8(030 21;]5 2(5)7 1S2 0 0
2 ek 1 ?ggil 8(030 21;]5 2(5)7 1S2 0 0
2 gt 1 ?3511 8(030 21;]5 2(537 1S2 0 0
Continued on next page...
gPrDE
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 i L ?gg%l 8%4 21;15 2(5)9 182 2 0
2 kF 1 ?gst)il 8%30 21;15 2(5)7 182 0 0
2 mb 1 TZZT sgo 21;15 2(5)7 182 0 0
2 BG 1 ?gga; 8%2 21;5 2(5)8 182 1 0
2 bG 1 fggl 8%6 21;15 2(6‘)0 1S2 3 0
2 | FG L f?f%l 8%6 21;5 2(6)0 182 3 0
2 | HG L ?gg{;l 8%6 21;]5 2(6)0 1S2 3 0
2 | G L ff%ffo,l 8(56 21;]5 2(6)0 1S2 3 0
2 | LG L f??%l 8%6 21;]5 2C6)o 182 3 0
2 | NG L 33831 8(56 21;]5 2C6)o 182 3 0
2 | PG L fi@l 8(0}6 21;]5 2(30 1S2 3 0
2 RG L ?gg%l 8(0]4 21;5 2(5?9 182 2 0
2 TG L ?gf)%l 8%34 21;5 2(5)9 1S2 2 0
2 va L fgg%l 8(0]4 21;]5 2(5)9 182 2 0
2 Xa L fgf)?,l 8%6 21;5 2(6)0 182 3 0
2 2G L f@f%l 8%6 21;15 2(6)0 1S2 3 0
2 bG L f@f%l 8%6 21;]5 2(6?0 182 3 0
2 dG L 1538581 8%4 21;15 2(5)9 1S2 2 0
2 fG L ql?ggaol 8(034 21;15 2(5)9 1S2 2 0
2 hG L ?ggzl 8(036 21;]5 220 1S2 3 0
2 iG L ?ggzl 8(016 21;]5 2((?0 182 3 0
Continued on next page...
gPDB
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EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 1G 1 ?ggzl 8%6 21;15 2((30 182 3 0
2 nG 1 ?5331 8%6 21;15 2((30 182 3 0
2 pG 1 333‘?,1 8%6 21;15 2((30 182 3 0
2 rG 1 33331 8%6 21;15 2%)0 182 3 0
2 tG 1 ?:;g%l 8%4 21;15 2(5)9 1S2 2 0
2 VG 1 f?ffo,l 8%6 21;5 2(6)0 1S2 3 0
2 Pl 1 ?2)211 8(030 2215 2(;7 182 0 0
2 RI 1 ?ggil 8(50 2155 2?7 182 0 0
2 B 1 ?ggil 8%0 21;]5 287 1S2 0 0
2 V1 1 ?ggil 8(50 21;]5 287 1S2 0 0
2 ¥l 1 ?2);11 8(030 21;]5 2?7 1S2 0 0
2 al 1 ?(2);11 8(0]0 21;]5 2(5?7 182 0 0
2 cl 1 fgtgil 8%30 21;5 2(5)7 182 0 0
2 el 1 ?;gzl 8(0]0 21;5 2(5)7 1S2 0 0
2 el 1 ?3511 8%0 21;5 2(;7 182 0 0
2 il 17 ?gg;l 8%2 21;15 2(;8 1S2 1 0
2 kI 17 ?;gil 8%0 21;]5 2(537 182 0 0
2 ml 1 112;11 8%0 21;]5 2(5)7 1S2 0 0
2 CJ 1 ql?ggil 8(030 21;153 2(5)7 1S2 0 0
2 £ 1 ?ggil 8(030 21;15 2(5)7 1S2 0 0
2 GJ 1 ?;gzl 8(030 21;15 2(537 182 0 0
Continued on next page...
gPrDE
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 1 L ?gg?)l 854 21;15 2(5)9 1S2 2 0
2 KJ 1 ?gft)zl 8%30 21;15 2(5)7 1S2 0 0
2 MJ 1 ?ggzl 8%)30 21;15 2(5)7 1S2 0 0
2 0J 1 r‘lrggil 8%0 21;15 2(5)7 182 0 0
2 W 7| 0L s a5 o 1 0 0
2 5] 1 ’fggjll 8%0 21;15 2(5)7 1S2 0 0
2| Y 7|0 son a5 o0 10 : !

2 Wi 1 ?2);{?11 8(50 2215 2?7 182 0 0
2 ¥ 1 ?(Q)E;jll 8%0 2215 287 182 0 0
e Molecule 3 is a protein called LRT.

Mol | Chain | Residues Atoms AltConf | Trace
s M1 238 ?g Z%l 1 1(;57 311\117 351)7 1S5 0 0
5o 2 25| e nar s wr 1 ’ ;
s M4 238 ?8) Ela6l 1 1%)7 314\57 351)7 IS5 0 0
s 24 238 r‘1&8) ZZSI 1 1%)7 3127 327 1S5 0 0
e Molecule 4 is a protein called LR2 Hb.

Mol | Chain | Residues Atoms AltConf | Trace
4 bl 323 gztsa; 15CG6 4§2 4(8)6 181 0 0
4 ol 212 nga; 1(%6 212\313 3?9 g 0 0
4 b4 323 gz;zl 15CG6 41§2 426 181 0 0
§ o4 212 nga; 10(?36 223 3(1)9 3 0 0
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e Molecule 5 is a protein called LR9.

Mol | Chain | Residues Atoms AltConf | Trace
g 31 289 rg(ig;l 13%9 31(\3]9 4(54 1S() 0 0
g 34 289 rg(l)g;l 13(;)9 3129 4(54 1SO 0 0
e Molecule 6 is a protein called LR1.
Mol | Chain | Residues Atoms AltConf | Trace
0 X2 324 ggt;;l 1(%3 41§1 426 g 0 0
0 X6 324 ggt;;l 1(%3 41§1 426 g 0 0
0 AT 324 ggt;;l 1(%3 415\;1 426 g 0 0
0 AB 324 121?22;1 1(%3 41;1 426 g 0 0
0 A 324 rggt;;l 16(2)3 41;1 4(836 g 0 0
0 Al 324 gg;?;l 16(2)3 41;1 4(836 g 0 0
e Molecule 7 is a protein called LR4.
Mol | Chain | Residues Atoms AltConf | Trace
’ A2 251 ?gg;l 12026 31(\518 3?8 1S5 0 0
7 Y3 231 ?g g;l 1 1C32 31§9 326 1S5 0 0
’ AG 251 ?gg;l 12026 316\;8 3?8 1S5 0 0
’ AT 251 ?g;?;l 12026 31(\3]8 3(7)8 1S5 0 0
7 A9 256 ?gt?a; 1ZCQO 3127 3(7)7 1S5 0 0
7| AB 5T low 1m s 4 19 0 ¥
[ BT L nm om0 a6 10 0 ¥
7| AF 5T Lo 1m s 4 19 0 0
T Al 5T o 13 s 4 19 0 0
Continued on next page...
$roe
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
Total C N O S
7 Al 256 1979 1220 367 377 15 0 0

e Molecule 8 is a protein called Phycobilisome rod-core linker polypeptide.

Mol | Chain | Residues Atoms AltConf | Trace
8 B2 230 152?91 12%6 31§1 351)8 ZSL 0 0
8 B6 231 ?gg;l 12CIQ 31§2 351)9 ZSL 0 0
8 BT 221 ?g t711 1 1(5397 31;8 325 ZSL 0 0
8 BB 231 Tl‘gft;;l 12CIQ 31§2 351)9 ZSL 0 0
8 BF 221 ?g ;Zl 1 1097 31;I8 325 ZSL 0 0
8 Bl 230 ?Z;Zl 12C()6 31§1 328 ZSL 0 0
e Molecule 9 is a protein called C-phycocyanin alpha subunit.

Mol | Chain | Residues Atoms AltConf | Trace
9 2 162 1;(2);&81 7(733 21(\)19 220 2 0 0
9 k2 162 ?(Q)tQaSI 7?3 21(\)19 251)0 2 0 0
) G2 162 ?2);&81 7?3 21(\)19 251)0 2 0 0
) 12 162 ?gt;él 7?3 21(\)19 220 2 0 0
) K2 162 ?gt;él 7(713 21(\)19 2(20 2 0 0
) M2 162 ?gt;;%l 7(733 21(319 2(20 g 0 0
) 6 162 ?;t;;l 7(733 21(\)19 2(2() 2 0 0
) 16 162 ?g;?%l 7?3 21(\)19 22() 2 0 0
o | 66 | 10 | oo g a0 o | 0 | O
9| I 82| 10 7o om0 6 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
9 | K6 162 ?g;asl 7(713 21(\)19 220 g 0 0
| M6 162 ?g;asl 7(733 21519 220 g 0 0
9| o7 162 ?g;agl 7(733 21(\)19 220 g 0 0
| BT 162 ?2);&81 7?3 21(\)19 220 2 0 0
ICECEE E P PR IREE
L 162 ?2);&81 7?3 21(\)19 220 2 0 0
9| K7 162 ?2);&81 7(;3 21(\)19 220 2 0 0
9| M7 162 ?gtzasl 7(733 21819 251)0 g 0 0
9 | CB 162 ?gtzasl 7?3 21(\)19 220 g 0 0
9 | EB 162 ?gtzasl 7(7j3 21(\)19 220 2 0 0
9 | GB 162 ?gtzasl 7(7j3 21819 220 2 0 0
9| 1B 162 ?gtzasl 7(;3 21519 220 2 0 0
9 | KB 162 ?g;asl 7(;3 21(;]9 220 2 0 0
9 | MB 162 ?g;asl 7(733 218]9 220 g 0 0
9 | CF 162 ?gtzasl 7(713 21(;]9 220 g 0 0
O | BF 162 ?gg;l 7(733 21(\;9 220 g 0 0
9 | GF 162 ?g;asl 7?3 21(\;9 220 g 0 0
O | IF 162 111;23;1 7(713 218]9 220 2 0 0
O | KF 162 f(z)gasl 7(733 215]9 220 g 0 0
9 | MF 162 ?g;asl 7(733 218]9 220 2 0 0
9 |« 162 ?ggasl 7(733 21§9 220 2 0 0
Continued on next page...
gPDB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
) El 162 ?gt;;l 7(713 21(\)19 220 g 0 0
) Gl 162 ?gt;;l 7(733 21(319 22() 2 0 0
) 11 162 ?gt;;l 7(733 21(\)19 22() 2 0 0
) Kl 162 ?2);&81 7?3 21(\)19 22() 2 0 0
o | MU e | o o g a0 o | 0 | O
e Molecule 10 is a protein called C-phycocyanin beta subunit.
Mol | Chain | Residues Atoms AltConf | Trace
10 D2 172 ?gt;;l 756 21;14 2(5)3 S 0 0
10 k2 172 ?gt;;l 7;16 21;14 2(5)3 S 0 0
10 H2 172 ?gt;;l 726 21;14 2(5)3 S 0 0
10 )2 172 ?gt?azl 726 21;14 2(5)3 S 0 0
10 L2 172 ?2)%1 726 21;14 2(5)3 S 0 0
10 N2 2|00 e ow 235 o ; ;
10} D6 2|00 e v 295 o 0 0
10} ¥6 I e P 0 0
10} HE 2|00 g6 w295 o 0 0
101 )6 R e P 0 0
0] L6 2|00 g6 o 295 o 0 0
10 NG 172 111(2)1072l 7(8]6 21;4 2(5?3 S 0 0
10 b7 172 11jgjc7a2l 7?6 21;4 2(5)3 S 0 0
10 b 172 1113167512l 726 21;14 2(5)3 S 0 0
Continued on next page...
$roe
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
10 H7 172 ?gt;;l 7;16 21;14 2(5)3 g 0 0
10 7 172 ?gt;;l 7§6 21;14 2(5)3 S 0 0
10 L7 172 ?gt;;l 7;36 21;14 2(5)3 g 0 0
10 NT 172 r‘1th7&21 7§6 21;14 2(5)3 S 0 0
10 bB 172 ?2)2321 7(836 21;14 2(5)3 S ¥ 0
10 B 2|0 s i 28 o 0 0
10} HB 2| 00 s 2 2 o 0 0
10 JB 2| 00 s i 2 o 0 0
10} LB 2|0 s i 2 o 0 0
101 NB 2| 0 s 2 28 o 0 0
10} DF 2| 00 s 2 2 o 0 0
10 FE 172 111(2);321 7(8]6 21;4 2(5?3 S 0 0
10 HE 172 112?21 7§6 21;]4 2(5)3 S 0 0
10 IE 172 112?21 736 21;14 2(5)3 g 0 0
10 LF 172 1113%1 736 21;14 2(5?3 g 0 0
10 NF 172 1113%1 736 21;14 2(;3 g 0 0
10 DI 172 rfgt;;l 736 21;]4 2(;3 g 0 0
10 F 172 rfgt;;l 736 21;14 2(5)3 S 0 0
10 HI 172 rfgt;;l 7;]6 21;14 2(5)3 g 0 0
10 Il 172 1;(2)2321 7§6 21;14 2?3 3 0 0
10 LI 172 ?(2)2&21 7;16 21;14 2(533 S 0 0

Continued on next page...
sPrpe
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
10 NI 172 ?gt;;l 7;16 21;14 2(5)3 S 0 0
e Molecule 11 is a protein called LR2.

Mol | Chain | Residues Atoms AltConf | Trace
11 248 ?ggazl 12017 31§6 3(6)9 180 0 0
11} eb 248 ?ggazl 12C17 31§6 3(6)9 180 0 0
e Molecule 12 is a protein called LRC2.

Mol | Chain | Residues Atoms AltConf | Trace
12 b8 380 rgg?ll 1567 511]4 5(6?5 1S5 0 0
12 bA 380 12182?1 1567 511]4 5C6)5 1S5 0 0
e Molecule 13 is a protein called LR5.

Mol | Chain | Residues Atoms AltConf | Trace
13 A8 238 r{‘gtlzl 11022 31?\35 3(22 1S5 0 0
13 AA 238 ?giil 11022 31?\35 3(22 185 0 0
13 ] wE 238 ??111 11022 3§5 3(22 1S5 0 0
13 ] xB 238 ?gt&l 11022 3§5 3(22 1S5 0 0
13| wG 238 ?;ﬁl 11022 3§5 351)2 1S5 0 0
13| G 238 11“2311 11022 3§5 3(22 1S5 0 0
e Molecule 14 is a protein called LRS.

Mol | Chain | Residues Atoms AltConf | Trace
14 B8 250 1118831 11084 3126 3%))8 1S4 0 0
14 BA 250 113?21 11084 3126 3(5?8 IS4 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
Mk 250 33331 11C84 314\116 3(5)8 1S4 0 0
D 250 33331 11C84 3126 3(5)8 1S4 0 0

e Molecule 15 is a protein called LR3.

Mol | Chain | Residues Atoms AltConf | Trace
15 d9 285 ggga?)l 13%7 315\;0 4(3)5 181 0 0
15 dJ 285 ggg?’)l 13%7 3150 4(3)5 181 0 0

e Molecule 16 is a protein called LRC3.

Mol | Chain | Residues Atoms AltConf | Trace
16} 2 570 1288? 1533 511]4 520 1S4 0 0
16| =G 370 12‘883,11 1533 511]4 551)0 1S4 0 0

e Molecule 17 is a protein called Allophycocyanin alpha subunit.

Mol | Chain | Residues Atoms AltConf | Trace
17 AH 160 Iljgg;l 7(638 211]1 2(??9 ? 0 0
17 CH 160 Iljggzl 7%8 QTl 2(??9 ? 0 0
17 EH 160 112?51 7%8 QTl 2(??9 ? 0 0
17 GH 160 rfgt;; 7%8 21111 2(??9 ? 0 0
17 JH 160 rfgt;;l 7%8 21111 2(??9 ? 0 0
17 KH 160 rfthaE} 7(638 21;]1 2(?39 s 0 0
17 NH 160 153?51 7(638 21111 229 s 0 0
17 P 160 ?thaSI 7g8 21111 2(?39 g 0 0
17 RH 160 ?gt;gl 7g8 21111 2%)9 g 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
Ir ) TH 160 ?;;a; 7%8 21111 2(?39 g 0 0
17| i 160 ?g;a; 7%8 21?1 2(??9 g 0 0
17| el 160 ?g;a; 7%8 21?1 2(?39 ? 0 0
17 e 160 ?g;a; 728 21?1 2(??9 ? 0 0
Ir | H 160 ?2);&51 7%8 21111 2(?39 3 0 0
It | 160 ?2);21 7(638 21111 2(?39 3 0 ¥
17| mH 160 ?2);21 7(638 21111 2(:39 3 0 0
17 pH 160 ?gtz?sl 7(638 21111 2;)9 ? 0 0
T H 160 ?gtza; 728 21111 229 ? 0 0
I 160 ?gtza; 7(6}8 21111 229 ? 0 0
I v 160 335? 7(638 21111 2(??9 ? 0 0
e Molecule 18 is a protein called Allophycocyanin beta subunit.
Mol | Chain | Residues Atoms AltConf | Trace
18 | DH 161 ?2);&91 7(637 21(\)16 2(??9 g ¥ 0
18 | FH 161 ?2)%1 7(637 21(\)16 229 ? 0 0
18 | BH 161 ?z)ti)l 7(57 21(\)16 229 ? 0 0
18 | HH 161 ?z)gl 727 21(\)16 229 ? 0 0
18 IH 161 ?2);2;1 7%7 21(\)16 229 5 0 0
18 | LH 161 ?2);&91 7(6]7 21(\)16 2(??9 S 0 0
18 | MH 161 ?gtf;l 7(57 21(\)]6 2(??9 S 0 0
18 | OH 161 ?gtf;l 727 21(\)]6 2(3?9 ? 0 0
Continued on next page...
gPDB
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
18 QH 161 ?gt;)l 7%7 21(\)16 2(20 ? 0 0
18 SH 161 ?gt;gl 7%7 21(316 220 ? 0 0
18 Ut 161 ?gt;(%)l 7%37 21(\)16 22() 3 0 0
18 di 161 r‘1th1{?91 7g7 21(\)16 2(??9 3 0 0
18 fH 161 r‘1&2)%1 7%7 21(\)16 2(?39 g ¥ 0
18 | hi 61| 5% 7 o0 930 7 0 /
18 JH 161 ?2);21 7(57 21(\)16 2(:39 3 0 0
18| ki 61| 5% 7 o0 930 7 ; ;
18| nH 61| 5% 76 o0 930 7 ; ;
18 | of 61| 5% 7 06 930 7 ; ;
18 | dH 161 ?2)%1 7%7 21(\)16 2(??9 ? 0 0
18| sf 61| 50 7 a0 o107 0 0
18| ull 61|50 7 a0 o107 0 0
18| wh 61| 50 7 06 o107 0 0
e Molecule 19 is a protein called Allophycocyanin gamma subunit.

Mol | Chain | Residues Atoms AltConf | Trace
19 VA 160 | 50 sos 07 ot 3 0 0
19 xH 160 | 50 sos 07 o103 0 0
e Molecule 20 is a protein called Allophycocyanin beta 18 subunit.

Mol | Chain | Residues Atoms AltConf | Trace
0 | WHLms R G 0 a0 4 ; ;

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
20 yH 173 ?gt%l 8%1 21:\3]0 2(@?1 481 0 0
e Molecule 21 is a protein called LC.

Mol | Chain | Residues Atoms AltConf | Trace
21 XH 92 T7O2t§ 1 4(533 11;17 125 ? 0 0
21 | =H 92 T702t8Ll 4(533 11;17 1(??5 ? 0

e Molecule 22 is a protein called Phycobilisome linker polypeptide.

Mol | Chain | Residues Atoms AltConf | Trace
22 YH B4 E?gzl 43?28 1?169 1;215 IS4 0 0
22 1 B4 E?gzl 43?28 1%9 12(215 184 0 0
e Molecule 23 is a protein called LRCA4.

Mol | Chain | Residues Atoms AltConf | Trace
23 a8 132 111(())1(6)(1l 6(?31 11;19 1(31 2 0 0
23 2H 132 1118811 6(?31 11;19 181 2 0 0
e Molecule 24 is a protein called LRC5.

Mol | Chain | Residues Atoms AltConf | Trace
24|l 255l neo w5 w 0 0
24| 8H 255l neo w5 w 0 0
e Molecule 25 is a protein called LRC6.

Mol | Chain | Residues Atoms AltConf | Trace
25 | bH 06| 10 os 20 26 3 ; 0
2 | 4 06| 10 os 20 26 3 0 0
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e Molecule 26 is PHYCOERYTHROBILIN (CCD ID: PEB) (formula: C33H4N4Og).

PEB

Mol | Chain | Residues Atoms AltConf
2 | Al 1 ngal 3% 12 (g 0
2 | Al 1 ngal 3(;) 12 (g 0
2 | Bl 1 ngal ?g) 12 (g 0
2 | Bl 1 ngal 3% 12 (g 0
2 | Bl 1 ngal 3% 12 (g 0
2% | C1 1 ngal 3% 12 (6) 0
2% | C1 1 ngal ?g) 12 (6) 0
2 | DI 1 ngal ?g) 12 (g 0
2 | DI 1 ngal ?g) 12 (g 0
2 | DI 1 TZ?I ?g) 12 (g 0
2% | E1 1 ngal ?S)) 12 (g 0
2% | E1 1 ngal ?g) 12 (g 0
2% | F1 1 ngal ?g) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | F1 1 ngal 3% 12 (g 0
2 | F1 1 ngal 3% 12 (g 0
2% | a1 | ngal ?S)) 12 (g 0
2% | G1 1 ngal 303 12 (g 0
26 | HI1 1 ngal ?g 12 (g 0
2 | HI1 1 ngal ?g 12 (g 0
2 | HI1 1 ngal ?g 12 (6) 0
26 Il 1 ngal ?g) 12 (6) 0
26 Il 1 ngal ?g) 12 (g 0
2 | J1 1 ngal ?g) 12 (g 0
2% | J1 1 ngal ?g) 12 (g 0
2% | J1 1 ngal ?g) 12 (g 0
2% | K1 1 ngal ?% 12 (6) 0
2% | K1 1 ngal ?g) 12 (6) 0
2% | L1 1 ngal ?g) 12 (6) 0
2% | L1 1 ngal 3% 12 (6) 0
2% | L1 1 ngal 3% 12 Cﬁ) 0
2 | Ml 1 ngal ?S)’ 11 Cﬁ) 0
2 | Ml 1 ngal 3C3 11 (6) 0
2 | Ml 1 TZ?I ?S)) 11 (6) 0
2% | NI 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | NI 1 ngal 3% 12 (6? 0
2 | N1 1 ngal 3% 12 (g 0
2 | 01 1 ngal 3(; 12 (g 0
2 | 01 1 ngal 303 12 (g 0
2 | P1 1 ngal ?g 12 (g 0
2 | P1 1 ngal ?g 12 (g 0
2 | P1 1 ngal ?g 12 (6) 0
wla | | SOV
wla | | SOV
2 | RI1 1 ngal ?g) 12 (g 0
2 | RI1 1 ngal ?g) 12 (g 0
2 | RI1 1 ngal ?g) 12 (g 0
2% | S1 1 ngal ?% 12 (6) 0
2% | S1 1 ngal ?g) 12 (6) 0
2% | Ti1 1 ngal ?g) 12 (6) 0
2% | Ti1 1 ngal 3% 12 (6) 0
2% | Ti1 1 ngal 3% 12 Cﬁ) 0
2% | Ul 1 ngal ?S)’ 11 Cﬁ) 0
2% | Ul 1 ngal 3C3 11 (6) 0
2% | VI 1 TZ?I ?S)) 11 (6) 0
2% | VI 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | VI 1 ngal 3% 12 (6? 0
2 | Wi 1 ngal 3% 12 (g 0
26 | Wi 1 ngal 3(; 12 (g 0
2 | X1 1 ngal 303 12 (g 0
2 | X1 1 ngal ?g 12 (g 0
2 | X1 1 ngal ?g 12 (g 0
2% | Y1 1 ngal ?g 12 (6) 0
2% | Y1 1 ngal ?g) 12 (6) 0
2% | 71 1 ngal ?g) 12 (g 0
2% | 71 1 ngal ?g) 12 (g 0
2 | al 1 ngal ?g) 12 (g 0
2 | al 1 ngal ?g) 12 (g 0
2 | al 1 ngal ?% 12 (6) 0
2% | bl 1 ngal ?g) 12 (6) 0
26 cl 1 ngal ?g) 12 (6) 0
26 cl 1 ngal 3% 12 (6) 0
26 cl 1 ngal 3% 12 Cﬁ) 0
2% | di 1 ngal ?S)’ 11 Cﬁ) 0
26 d1 1 ngal 3C3 11 (6) 0
26 d1 1 TZ?I ?S)) 11 (6) 0
26 el 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
26 | el 1 ngal 3% 12 (g 0
2 | 1 1 ngal 3% 12 (g 0
2% | f1 | ngal ?S)) 12 (g 0
IR
IR
IS
2 | hi 1 ngal 3% 12 (6) 0
2 | hi 1 ngal :g 12 (6) 0
26 i1 1 ngal ?g) 12 (g 0
26 i1 1 ngal ?g) 12 (g 0
26 i1 1 ngal ?g) 12 (g 0
IS SR
IR SR
2% | ki 1 ngal ?% 12 (6) 0
2% | ki 1 ngal ?g) 12 (6) 0
2% | ki 1 ngal 3% 12 (6) 0
26 11 1 ngal 3% 12 Cﬁ) 0
26 1 1 ngal ?S)’ 11 Cﬁ) 0
2 | ml 1 TZ?I 3C3 12 (6) 0
2 | ml 1 TZ?I ?S)) 12 %) 0
2 | ml 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | nl 1 ngal 3% 12 (g 0
2 | ol 1 ngal 3% 12 (g 0
IR
IR
sl w | 4 SN
wla | 1 oYY
wla | 1 oYY
26 rl 1 ngal :g 12 (6) 0
26 rl 1 ngal ?g) 12 (g 0
26 s1 1 ngal ?g) 12 (g 0
26 s1 1 ngal ?g) 12 (g 0
26 s1 1 ngal ?g) 12 (g 0
26 t1 1 ngal ?% 12 (6) 0
26 t1 1 ngal ?g) 12 (6) 0
2% | ul 1 ngal ?g) 12 (6) 0
2% | ul 1 ngal 3% 12 (6) 0
2% | ul 1 ngal 3% 12 Cﬁ) 0
2% | vi 1 ngal ?S)’ 11 Cﬁ) 0
2% | vl 1 ngal 3C3 11 (6) 0
2% | wl 1 TZ?I ?S)) 11 (6) 0
2% | wl 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
26 | wil 1 ngal 3% 12 (g 0
2% | «xl 1 ngal 3% 12 (g 0
2% | «xl | ngal ?S)) 12 (g 0
IR
IR
IR K
26 71 1 ngal 3% 12 (6) 0
26 71 1 ngal :g 12 (6) 0
26 11 1 ngal ?g) 12 (g 0
26 11 1 ngal ?g) 12 (g 0
26 11 1 ngal ?g) 12 (g 0
26 21 1 ngal ?g) 12 (g 0
26 21 1 ngal ?% 12 (6) 0
26 21 1 ngal ?% 12 (6) 0
2% | A2 1 ngal ?g) 12 (6) 0
2% | A2 1 ngal ?g 12 (6) 0
2% | A2 1 ngal 3(; 12 (6) 0
2% | D2 1 ngal ?S)’ 11 Cﬁ) 0
2% | F2 1 ngal 3C3 11 (6) 0
2% | H2 1 TZ?I ?S)) 11 (6) 0
26 J2 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | 1.2 1 ngal 3% 12 (6? 0
2 | N2 1 ngal 3% 12 (g 0
26 | 02 1 ngal 3(; 12 (g 0
2% | 02 1 ngal 303 12 (g 0
2% | P2 1 ngal ?g 12 (g 0
2% | P2 1 ngal ?g 12 (g 0
2% | P2 1 ngal ?g 12 (6) 0
@ 1 ST
@ L SV
2% | R2 1 ngal ?g) 12 (g 0
2% | R2 1 ngal ?g) 12 (g 0
2% | R2 1 ngal ?g) 12 (g 0
2% | $2 1 ngal ?% 12 (6) 0
2% | $2 1 ngal ?g) 12 (6) 0
2% | T2 1 ngal ?g) 12 (6) 0
2% | T2 1 ngal 3% 12 (6) 0
2% | T2 1 ngal 3% 12 Cﬁ) 0
2% | U2 1 ngal ?S)’ 11 Cﬁ) 0
2% | U2 1 ngal 3C3 11 (6) 0
2% | V2 1 TZ?I ?S)) 11 (6) 0
2% | V2 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | V2 1 ngal 3% 12 (6? 0
26 | W2 1 ngal 3% 12 (g 0
2 | Y2 1 ngal 3(; 12 (g 0
2% | Y2 1 ngal 303 12 (g 0
2 | Y2 1 ngal ?g 12 (g 0
2 | 72 1 ngal ?g 12 (g 0
26 | 72 1 ngal ?g 12 (6) 0
2% | a2 1 ngal :g 12 (6) 0
2% | a2 1 ngal ?g) 12 (g 0
2% | a2 1 ngal ?g) 12 (g 0
2 | b2 1 ngal ?g) 12 (g 0
2 | b2 1 ngal ?g) 12 (g 0
26 2 1 ngal ?% 12 (6) 0
26 c2 1 ngal ?g) 12 (6) 0
26 2 1 ngal ?g) 12 (6) 0
2 | d2 1 ngal 3% 12 (6) 0
2% | d2 1 ngal 3% 12 Cﬁ) 0
26 €2 1 ngal ?S)’ 11 Cﬁ) 0
26 e2 1 ngal 3C3 11 (6) 0
26 e2 1 TZ?I ?S)) 11 (6) 0
26 2 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
26 £2 1 ngal 3% 12 (g 0
IR
IR HE
IR
2 | h2 1 thgal 3(; 12 (g 0
2 | h2 1 ngal 3% 12 (g 0
26 2 1 ngal 3% 12 (6) 0
26 2 1 ngal :g 12 (6) 0
26 2 1 ngal ?g) 12 (g 0
IR K
IR K
2% | k2 1 ngal ?g) 12 (g 0
2% | k2 1 ngal ?% 12 (6) 0
2% | ko 1 ngal ?% 12 (6) 0
26 12 1 ngal ?g) 12 (6) 0
26 12 1 ngal 3% 12 (6) 0
2% | m2 1 ngal 3(; 12 (6) 0
2% | m2 1 ngal ?S)’ 12 CG) 0
2% | m2 1 TZ?I 3C3 12 (6) 0
26 e3 1 TZ?I ?S)) 11 (6) 0
26 | A3 | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | A3 1 ngal 3% 12 (g 0
2% | B3 1 ngal 3% 12 (g 0
2 | B3 1 ngal 3(; 12 (g 0
2 | B3 1 ngal ?g) 12 (g 0
2 | C3 1 ngal ?g 12 (g 0
2% | C3 1 ngal 3% 12 (g 0
2% | D3 1 ngal 3% 12 (6) 0
2 | D3 1 ngal ?g) 12 (6) 0
2% | D3 1 ngal ?g) 12 (g 0
2% | E3 1 ngal ?g) 12 (g 0
2% | E3 1 ngal ?g) 12 (g 0
2% | F3 1 ngal ?g) 12 (g 0
2% | F3 1 ngal ?% 12 (6) 0
2% | F3 1 ngal ?g) 12 (6) 0
2% | a3 1 ngal ?g) 12 (6) 0
2% | a3 1 ngal 3% 12 (6) 0
2% | H3 1 ngal 3% 12 Cﬁ) 0
2% | H3 1 ngal ?S)’ 11 Cﬁ) 0
2 | H3 1 ngal 3C3 11 (6) 0
26 I3 1 TZ?I ?S)) 11 (6) 0
26 I3 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | J3 1 ngal 3% 12 (6? 0
2% | J3 1 ngal 3% 12 (g 0
2% | I3 | ngal ?S)) 12 (g 0
2% | K3 1 ngal ?g) 12 (g 0
2% | K3 1 ngal ?g 12 (g 0
2 | L3 1 ngal 3% 12 (g 0
2 | L3 1 ngal 3% 12 (6) 0
2% | L3 1 ngal ?g) 12 (6) 0
2 | M3 1 ngal ?g) 12 (g 0
2 | M3 1 ngal ?g) 12 (g 0
2 | N3 1 ngal ?g) 12 (g 0
2% | N3 1 ngal ?g) 12 (g 0
2% | N3 1 ngal ?% 12 (6) 0
2% | 03 1 ngal ?g) 12 (6) 0
2% | 03 1 ngal ?g) 12 (6) 0
2% | P3 1 ngal 3% 12 (6) 0
2% | P3 1 ngal 3% 12 Cﬁ) 0
2% | P3 1 ngal ?S)’ 11 Cﬁ) 0
IS
IS
2% | R3 | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | R3 1 ngal 3% 12 (6? 0
2% | R3 1 ngal 3% 12 (g 0
2% | 3 | ngal ?S)) 12 (g 0
2 | S3 1 ngal ?g) 12 (g 0
2 | T3 1 ngal ?g 12 (g 0
2 | T3 1 ngal 3% 12 (g 0
2 | T3 1 ngal 3% 12 (6) 0
2 | U3 1 ngal ?g) 12 (6) 0
2 | U3 1 ngal ?g) 12 (g 0
2% | V3 1 ngal ?g) 12 (g 0
2% | V3 1 ngal ?g) 12 (g 0
2% | V3 1 ngal ?g) 12 (g 0
2% | W3 1 ngal ?% 12 (6) 0
2% | W3 1 ngal ?g) 12 (6) 0
2% | X3 1 ngal ?g) 12 (6) 0
2% | X3 1 ngal 3% 12 (6) 0
2% | X3 1 ngal 3% 12 Cﬁ) 0
2% | Y3 1 ngal ?S)’ 11 Cﬁ) 0
2% | Y3 1 ngal 3C3 11 (6) 0
2% | Y3 1 TZ?I ?S)) 11 (6) 0
2% | A4 1 nga‘l ?S)) 12 (6) 0

Continued on next page...



Page 52

wwPDB EM Validation Summary Report

EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | A4 1 ngal 3% 12 (g 0
26 | B4 1 ngal 3% 12 (g 0
2 | B4 1 ngal 3(; 12 (g 0
2 | B4 1 ngal ?g) 12 (g 0
2 | 4 1 ngal ?g 12 (g 0
2 | C4 1 ngal 3% 12 (g 0
2 | D4 1 ngal ?g 12 (6) 0
2 | D4 1 ngal ?g) 12 (6) 0
2 | D4 1 ngal ?g) 12 (g 0
2% | E4 1 ngal ?g) 12 (g 0
2% | F4 1 ngal ?g) 12 (g 0
2% | F4 1 ngal ?g) 12 (g 0
2% | F4 1 ngal ?% 12 (6) 0
2% | F4 1 ngal ?g) 12 (6) 0
2% | Q4 1 ngal ?g) 12 (6) 0
2% | Q4 1 ngal 3% 12 (6) 0
2% | H4 1 ngal 3% 12 Cﬁ) 0
2 | ™4 1 ngal ?S)’ 11 Cﬁ) 0
2 | H4 1 ngal 3C3 11 (6) 0
26 14 1 TZ?I ?S)) 11 (6) 0
26 14 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | J4 1 ngal 3% 12 (6? 0
2 | J4 1 ngal 3% 12 (g 0
2 | J4 1 ngal 3(; 12 (g 0
26 | K4 1 ngal ?g) 12 (g 0
2% | K4 1 ngal ?g 12 (g 0
2% | L4 1 ngal ?g 12 (g 0
2% | L4 1 ngal ?g 12 (6) 0
2% | L4 1 ngal ?g) 12 (6) 0
2 | M4 1 ngal ?g) 12 (g 0
2 | M4 1 ngal ?g) 12 (g 0
2 | M4 1 ngal ?g) 12 (g 0
2% | N4 1 ngal ?g) 12 (g 0
2% | N4 1 ngal ?% 12 (6) 0
2% | N4 1 ngal ?g) 12 (6) 0
2% | 04 1 ngal ?g) 12 (6) 0
2% | 04 1 ngal 3% 12 (6) 0
2% | P4 1 ngal 3% 12 Cﬁ) 0
2% | P4 1 ngal ?S)’ 11 Cﬁ) 0
2% | P4 1 ngal 3C3 11 (6) 0
IS
IR

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | R4 1 ngal 3% 12 (6? 0
2 | R4 1 ngal 3% 12 (g 0
2 | R4 1 ngal 3(; 12 (g 0
2% | sS4 | ngal ??3 12 g 0
2 | s4 1 ngal ?g 12 (g 0
2 | T4 1 ngal ?g 12 (g 0
2 | T4 1 ngal ?g 12 (6) 0
2 | T4 1 ngal ?g) 12 (6) 0
2 | U4 1 ngal ?g) 12 (g 0
2% | U4 1 ngal ?g) 12 (g 0
2% | V4 1 ngal ?g) 12 (g 0
2% | V4 1 ngal ?g) 12 (g 0
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Mol | Chain | Residues Atoms AltConf
2 | cA 1 ngal 3% 12 (g 0
26 | dA 1 ngal 3% ) (g 0
2% | oA 1 ngal 3% ) (g 0
2 | eA 1 ngal 303 12 (g 0
2 | fA 1 thgal 3(; 12 (g 0
2 | fA 1 ngal 3% 12 (g 0
2 | fA 1 ngal 3% 12 (6) 0
IR K
IR EEE S K
26 | hA 1 ngal ?g) 12 (g 0
26 | hA 1 ngal ?g) 12 (g 0
26 | hA 1 ngal ?g) 12 (g 0
2 | A 1 ngal ?% 12 (6) 0
2 | A 1 ngal ?% 12 (6) 0
IR K
IR
IR
2% | kA 1 ngal ?S)’ 11 Cﬁ) 0
2 | kA 1 ngal 3C3 11 (6) 0
26 | 1A 1 TZ?I ?S)) 11 (6) 0
2 | 1A 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
2% | 1A 1 ngal 3% 12 (6? 0
2% | mA 1 ngal 3% 12 (g 0
2% | mA | ngal 3% 12 (g 0
2 | AB 1 ngal 303 12 (g 0
2 | AB 1 ngal ?g 12 (g 0
2 | DB 1 ngal ?g 12 (g 0
2 | GB 1 ngal 3% 12 (6) 0
2 | HB 1 ngal ?g) 12 (6) 0
2% | KB 1 ngal ?g) 12 (g 0
2 | LB 1 ngal ?g) 12 (g 0
2 | NB 1 ngal ?g) 12 (g 0
2 | OB 1 ngal ?g) 12 (g 0
2 | OB 1 ngal ?% 12 (6) 0
2 | OB 1 ngal ?g) 12 (6) 0
2% | PB 1 ngal ?g) 12 (6) 0
2% | PB 1 ngal 3% 12 (6) 0
w1 Yol
IR
IR
2% | RB 1 TZ?I ?S)) 11 (6) 0
2% | RB | ngal ?S)) 12 (6) 0

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
2% | SB 1 ngal 3% 12 (6? 0
2% | SB 1 ngal 3% 12 (g 0
2 | SB 1 ngal 3(; 12 (g 0
26 | TB 1 ngal ?g) 12 (g 0
2 | TB 1 ngal ?g 12 (g 0
2 | UB 1 ngal 3% 12 (g 0
2 | UB 1 ngal 3% 12 (6) 0
2 | UB 1 ngal ?g) 12 (6) 0
2% | VB 1 ngal ?g) 12 (g 0
2% | VB 1 ngal ?g) 12 (g 0
2 | WB 1 ngal ?g) 12 (g 0
2 | WB 1 ngal ?g) 12 (g 0
2% | WB 1 ngal ?% 12 (6) 0
2% | YB 1 ngal ?g) 12 (6) 0
2% | YB 1 ngal ?g) 12 (6) 0
2% | 7B 1 ngal 3% 12 (6) 0
2% | 7B 1 ngal 3% 12 Cﬁ) 0
2% | 7B 1 ngal ?S)’ 11 Cﬁ) 0
2% | aB 1 ngal 3C3 11 (6) 0
2% | aB 1 TZ?I ?S)) 11 (6) 0
2 | bB | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | bB 1 ngal 3% 12 (6? 0
2% | B 1 ngal 3% 12 (g 0
2% | B 1 ngal 3(; 12 (g 0
2 | dB 1 ngal 303 12 (g 0
2 | dB 1 ngal ?g 12 (g 0
2 | dB 1 ngal ?g 12 (g 0
2% | dB 1 ngal ?g 12 (6) 0
2% | eB 1 ngal ?g) 12 (6) 0
2% | eB 1 ngal ?g) 12 (g 0
2% | eB 1 ngal ?g) 12 (g 0
IS I
IS I
IS S
IS S
w0 | SV
2% | hB 1 ngal 3% 12 (6) 0
2% | hB 1 ngal 3% 12 Cﬁ) 0
2% | hB 1 ngal ?S)’ 11 Cﬁ) 0
26 iB 1 ngal 3C3 11 (6) 0
26 iB 1 TZ?I ?S)) 11 (6) 0
IR

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
slm ] 1 WO
2% | LB 1 ngal 3% 12 (g 0
2% | LB 1 ngal ?S)) 12 (g 0
2 | 1B 1 ngal 303 12 (g 0
2 | 1B 1 ngal ?g 12 (g 0
2 | 1B 1 ngal ?g 12 (g 0
wlm | 1 | OO,
wlm | 1 | OOl
wlm | 1 | OO,
26 | AC 1 ngal ??3 12 (g 0
2% | AC 1 ngal ??3 12 (g 0
2% | AC 1 ngal ?g) 12 (g 0
26 | BC 1 ngal ?% 12 (6) 0
2 | BC 1 ngal ?g) 12 (6) 0
2 | BC 1 ngal ?g) 12 (6) 0
2 | CC 1 ngal 3% 12 (6) 0
2 | CC 1 ngal 3% 12 Cﬁ) 0
2 | CC 1 ngal ?S)’ 11 Cﬁ) 0
26 | FC 1 ngal 3C3 11 (6) 0
26 | FC 1 TZ?I ?S)) 11 (6) 0
2% | FC 1 ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | GC 1 ngal 3% 12 (6? 0
2% | GC 1 ngal 3% 12 (g 0
2% | GC 1 ngal 3% 12 (g 0
2% | HC 1 ngal ??3 12 g 0
26 | HC 1 ngal ?g 12 (g 0
26 | HC 1 ngal 3% 12 (g 0
26 | IC 1 ngal 3% 12 (6) 0
26 | IC 1 ngal ?g) 12 (6) 0
26 | 1IC 1 ngal ?g) 12 (g 0
26 | JC 1 ngal ?g) 12 (g 0
26 | JC 1 ngal ?g) 12 (g 0
2 | KC 1 ngal ?g) 12 (g 0
2 | KC 1 ngal ?% 12 (6) 0
2 | KC 1 ngal ?g) 12 (6) 0
2 | LC 1 ngal ?g) 12 (6) 0
2 | LC 1 ngal 3% 12 (6) 0
2 | LC 1 ngal 3% 12 Cﬁ) 0
2 | eD 1 ngal ?S)’ 11 Cﬁ) 0
26 | AD 1 ngal 3C3 11 (6) 0
26 | AD 1 TZ?I ?S)) 11 (6) 0
26 | BD | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | BD 1 ngal 3% 12 (6? 0
26 | BD 1 ngal 3% 12 (g 0
2% | €D | ngal ?S)) 12 (g 0
2 | €D | ngal ??3 12 g 0
26 | DD 1 ngal ?g 12 (g 0
26 | DD 1 ngal ?g 12 (g 0
26 | DD 1 ngal ?g 12 (6) 0
2 | ED 1 ngal ?g) 12 (6) 0
2 | ED 1 ngal ?g) 12 (g 0
2 | FD 1 ngal ?g) 12 (g 0
2 | FD 1 ngal ?g) 12 (g 0
2 | FD 1 ngal ?g) 12 (g 0
2 | aD 1 ngal ?% 12 (6) 0
2 | @D 1 ngal ?g) 12 (6) 0
2 | HD 1 ngal ?g) 12 (6) 0
2 | HD 1 ngal 3% 12 (6) 0
2 | HD 1 ngal 3% 12 Cﬁ) 0
2% | ID 1 ngal ?S)’ 11 Cﬁ) 0
2 | ID 1 ngal 3C3 11 (6) 0
2 | JD 1 TZ?I ?S)) 11 (6) 0
2 | JD | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | JD 1 ngal 3% 12 (6? 0
2% | KD 1 ngal 3% 12 (g 0
2 | KD 1 ngal 3(; 12 (g 0
26 | LD 1 ngal ?g) 12 (g 0
2 | LD 1 ngal ?g 12 (g 0
2 | LD 1 ngal ?g 12 (g 0
26 | MD 1 ngal ?g 12 (6) 0
26 | MD 1 ngal ?g) 12 (6) 0
2 | ND 1 ngal ?g) 12 (g 0
2 | ND 1 ngal ?g) 12 (g 0
2 | ND 1 ngal ?g) 12 (g 0
2 | OD 1 ngal ?g) 12 (g 0
2 | OD 1 ngal ?% 12 (6) 0
2 | PD 1 ngal ?g) 12 (6) 0
2% | PD 1 ngal ?g) 12 (6) 0
2% | PD 1 ngal 3% 12 (6) 0
s @[ 1 [V ol
IR
2 | RD 1 ngal 3C3 11 (6) 0
2 | RD 1 TZ?I ?S)) 11 (6) 0
2 | RD | ngal ?S)) 12 (6) 0

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
2% | sD 1 ngal 3% 12 (6? 0
2% | sD 1 ngal 3% 12 (g 0
26 | TD 1 ngal 3(; 12 (g 0
26 | TD 1 ngal ?g) 12 (g 0
2 | TD 1 ngal ?g 12 (g 0
2 | UD 1 ngal 3% 12 (g 0
2 | UD 1 ngal 3% 12 (6) 0
2 | VD 1 ngal ?g) 12 (6) 0
2 | VD 1 ngal ?g) 12 (g 0
2 | VD 1 ngal ?g) 12 (g 0
2 | WD 1 ngal ?g) 12 (g 0
2 | WD 1 ngal ?g) 12 (g 0
2 | XD 1 ngal ?% 12 (6) 0
2% | XD 1 ngal ?g) 12 (6) 0
2% | XD 1 ngal ?g) 12 (6) 0
2% | YD 1 ngal 3% 12 (6) 0
2% | YD 1 ngal 3% 12 Cﬁ) 0
2% | YD 1 ngal ?S)’ 11 Cﬁ) 0
2 | AE 1 ngal 3C3 11 (6) 0
2 | AE 1 TZ?I ?S)) 11 (6) 0
2% | BE 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
2% | BE 1 ngal 3% 12 (6? 0
2 | CE 1 ngal 3% 12 (g 0
2% | CE | ngal ?S)) 12 (g 0
2% | CE | ngal ??3 12 g 0
2 | DE 1 ngal ?g 12 (g 0
2 | DE 1 ngal ?g 12 (g 0
2 | DE 1 ngal ?g 12 (6) 0
2 | EE 1 ngal ?g) 12 (6) 0
2 | EE 1 ngal ?g) 12 (g 0
2% | FE 1 ngal ?g) 12 (g 0
2% | FE 1 ngal ?g) 12 (g 0
2% | GE 1 ngal ?g) 12 (g 0
2% | GE 1 ngal ?% 12 (6) 0
2% | GE 1 ngal ?g) 12 (6) 0
2 | HE 1 ngal ?g) 12 (6) 0
2 | HE 1 ngal 3% 12 (6) 0
2% | IE 1 ngal 3% 12 Cﬁ) 0
2% | IE 1 ngal ?S)’ 11 Cﬁ) 0
26 IE 1 ngal 3C3 11 (6) 0
2% | JE 1 TZ?I ?S)) 11 (6) 0
2% | JE 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | KE 1 ngal 3% 12 (6? 0
2 | KE 1 ngal 3% 12 (g 0
2 | KE 1 ngal 3(; 12 (g 0
2 | LE 1 ngal ?g) 12 (g 0
2 | LE 1 ngal ?g 12 (g 0
2 | ME 1 ngal ?g 12 (g 0
2 | ME 1 ngal ?g 12 (6) 0
2 | ME 1 ngal ?g) 12 (6) 0
2% | NE 1 ngal ?g) 12 (g 0
2% | NE 1 ngal ?g) 12 (g 0
2 | OE 1 ngal ?g) 12 (g 0
2% | OE 1 ngal ?g) 12 (g 0
2 | OE 1 ngal ?% 12 (6) 0
2% | PE 1 ngal ?g) 12 (6) 0
2% | PE 1 ngal ?g) 12 (6) 0
IS
IR
IR
2 | RE 1 ngal 3C3 11 (6) 0
2% | RE 1 TZ?I ?S)) 11 (6) 0
2% | SE | ngal ?S)) 12 (6) 0

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
2 | SE 1 ngal 3% 12 (g 0
2 | SE 1 ngal 3% 12 (g 0
26 | TE 1 ngal 3(; 12 (g 0
2% | TE 1 ngal ?g) 12 (g 0
2 | UE 1 ngal ?g 12 (g 0
2 | UE 1 ngal 3% 12 (g 0
2 | UE 1 ngal 3% 12 (6) 0
2% | VE 1 ngal ?g) 12 (6) 0
2% | VE 1 ngal ?g) 12 (g 0
2% | WE 1 ngal ?g) 12 (g 0
2% | WE 1 ngal ?g) 12 (g 0
2% | WE 1 ngal ?g) 12 (g 0
2% | XE 1 ngal ?% 12 (6) 0
2% | XE 1 ngal ?g) 12 (6) 0
2% | YE 1 ngal ?g) 12 (6) 0
2% | YE 1 ngal 3% 12 (6) 0
2% | YE 1 ngal 3% 12 Cﬁ) 0
2% | ZE 1 ngal ?S)’ 11 Cﬁ) 0
2% | ZE 1 ngal 3C3 11 (6) 0
2% | aE 1 TZ?I ?S)) 11 (6) 0
2% | aB 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | aB 1 ngal 3% 12 (g 0
2% | bE 1 ngal 3% 12 (g 0
2 | bE | ngal ?S)) 12 (g 0
2% | B 1 ngal 303 12 (g 0
2% | B 1 ngal ?g 12 (g 0
2% | B 1 ngal ?g 12 (g 0
2% | dE 1 ngal ?g 12 (6) 0
2% | dE 1 ngal ?g) 12 (6) 0
2% | eE 1 ngal ?g) 12 (g 0
2% | eE 1 ngal ?g) 12 (g 0
2% | eE 1 ngal ?g) 12 (g 0
sl w [ 1 oY
wlw [ 1 oYl
wlw [ 1 o]
wlw | 1 oV
IR
2% | hE 1 ngal 3% 12 Cﬁ) 0
2% | hE 1 ngal ?S)’ 11 Cﬁ) 0
26 iE 1 ngal 3C3 11 (6) 0
26 iE 1 TZ?I ?S)) 11 (6) 0
26 iE 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
s w2 WO
IR
2% | kE | ngal ?S)) 12 (g 0
2 | kE 1 ngal 303 12 (g 0
2 | kE 1 ngal ?g 12 (g 0
26 IE 1 ngal ?g 12 (g 0
26 IE 1 ngal ?g 12 (6) 0
2 | mE 1 ngal ?g) 12 (6) 0
2 | mE 1 ngal ?g) 12 (g 0
2 | mE 1 ngal ?g) 12 (g 0
2 | nE 1 ngal ?g) 12 (g 0
2% | nE 1 ngal ?g) 12 (g 0
2% | oF 1 ngal ?% 12 (6) 0
2% | oF 1 ngal ?g) 12 (6) 0
2% | oF 1 ngal ?g) 12 (6) 0
IR
I
I
I
I
2% | 1E 1 nga‘l ?S)) 12 (6) 0

Continued on next page...



Page 91

wwPDB EM Validation Summary Report

EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | IE 1 ngal 3% 12 (g 0
2 | sE 1 ngal 3% 12 (g 0
2 | sE 1 ngal 3(; 12 (g 0
2 | sE 1 ngal 303 12 (g 0
2 | tE 1 ngal ?g 12 (g 0
2 | tE 1 ngal ?g 12 (g 0
2 | uE 1 ngal ?g 12 (6) 0
2 | uE 1 ngal ?g) 12 (6) 0
2 | uE 1 ngal ?g) 12 (g 0
2% | VvE 1 ngal ?g) 12 (g 0
2% | VvE 1 ngal ?g) 12 (g 0
w1 e
w1 N
2% | wE 1 ngal ?g) 12 (6) 0
2% | xE 1 ngal ?g) 12 (6) 0
2% | xE 1 ngal 3% 12 (6) 0
2% | xE 1 ngal 3% 12 Cﬁ) 0
IR
2% | E 1 ngal 3C3 11 (6) 0
2% | AF 1 TZ?I ?S)) 11 (6) 0
2% | AF 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | AF 1 ngal 3% 12 (g 0
2% | DF 1 ngal 3% 12 (g 0
2 | FF 1 ngal 3(; 12 (g 0
26 | HF 1 ngal ?g) 12 (g 0
2 | JF 1 ngal ?g 12 (g 0
2% | LF 1 ngal ?g 12 (g 0
2 | NF 1 ngal ?g 12 (6) 0
2 | OF 1 ngal ?g) 12 (6) 0
2 | OF 1 ngal ?g) 12 (g 0
2 | OF 1 ngal ?g) 12 (g 0
2 | PF 1 ngal ?g) 12 (g 0
2 | PF 1 ngal ?g) 12 (g 0
e | 1 YO
IS S
IS S
2% | RF 1 ngal 3% 12 (6) 0
2% | RF 1 ngal 3% 12 Cﬁ) 0
2% | SF 1 ngal ?S)’ 11 Cﬁ) 0
2% | SF 1 ngal 3C3 11 (6) 0
2% | TF 1 TZ?I ?S)) 11 (6) 0
2% | TF 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | UF 1 ngal 3% 12 (6? 0
2 | UF 1 ngal 3% 12 (g 0
26 | UF 1 ngal 3(; 12 (g 0
2 | VF 1 ngal ?g) 12 (g 0
2 | VF 1 ngal ?g 12 (g 0
2 | VF 1 ngal 3% 12 (g 0
2 | WF 1 ngal 3% 12 (6) 0
2% | WF 1 ngal ?g) 12 (6) 0
2% | WF 1 ngal ?g) 12 (g 0
2% | YF 1 ngal ?g) 12 (g 0
2% | YF 1 ngal ?g) 12 (g 0
2% | ZF 1 ngal ?g) 12 (g 0
2% | ZF 1 ngal ?% 12 (6) 0
2% | ZF 1 ngal ?g) 12 (6) 0
2% | aF 1 ngal ?g) 12 (6) 0
2% | aF 1 ngal 3% 12 (6) 0
2% | bF 1 ngal 3% 12 Cﬁ) 0
2% | bF 1 ngal ?S)’ 11 Cﬁ) 0
2% | bF 1 ngal 3C3 11 (6) 0
2% | cF 1 TZ?I ?S)) 11 (6) 0
2% | cF 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | dF 1 ngal 3% 12 (6? 0
2% | dF 1 ngal 3% 12 (g 0
2% | dF | ngal ?S)) 12 (g 0
2 | eF 1 ngal 303 12 (g 0
2 | eF 1 ngal ?g 12 (g 0
. WIS
. WIS
. WV
IS S
IS S
2% | hF 1 ngal ?g) 12 (g 0
2% | hF 1 ngal ?g) 12 (g 0
2% | hF 1 ngal ?% 12 (6) 0
26 iF 1 ngal ?g) 12 (6) 0
26 iF 1 ngal ?g) 12 (6) 0
I
I
I
2% | KkF 1 ngal 3C3 11 (6) 0
2% | KkF 1 TZ?I ?S)) 11 (6) 0
26 IF 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | IF 1 ngal 3% 12 (6? 0
2% | IF 1 ngal 3% 12 (g 0
s | 4 SN
w | 4 OO
2 | AG 1 ngal ?g 12 (g 0
2 | AG 1 ngal 3% 12 (g 0
26 | BG 1 ngal 3% 12 (6) 0
26 | BG 1 ngal ?g) 12 (6) 0
2 | CG 1 ngal ?g) 12 (g 0
2 | CG 1 ngal ?g) 12 (g 0
2 | CG 1 ngal ?g) 12 (g 0
26 | DG 1 ngal ?g) 12 (g 0
26 | DG 1 ngal ?% 12 (6) 0
2 | DG 1 ngal ?g) 12 (6) 0
2 | EG 1 ngal ?g) 12 (6) 0
2 | EG 1 ngal 3% 12 (6) 0
2% | FG 1 ngal 3% 12 Cﬁ) 0
2 | FG 1 ngal ?S)’ 11 Cﬁ) 0
2 | GG 1 ngal 3C3 11 (6) 0
2 | GG 1 TZ?I ?S)) 11 (6) 0
2 | GG 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Mol | Chain | Residues Atoms AltConf
26 | HG 1 ngal 3% 12 (6? 0
26 | HG 1 ngal 3% 12 (g 0
2% | 1G 1 ngal ?S)) 12 (g 0
2% | 1G 1 ngal ??3 12 g 0
2 | IG 1 ngal ?g 12 (g 0
2 | JG 1 ngal 3% 12 (g 0
2 | JG 1 ngal 3% 12 (6) 0
2 | KG 1 ngal ?g) 12 (6) 0
2 | KG 1 ngal ?g) 12 (g 0
2 | KG 1 ngal ?g) 12 (g 0
2 | LG 1 ngal ?g) 12 (g 0
2 | LG 1 ngal ?g) 12 (g 0
26 | MG 1 ngal ?% 12 (6) 0
2 | MG 1 ngal ?g) 12 (6) 0
2 | MG 1 ngal ?g) 12 (6) 0
2 | NG 1 ngal 3% 12 (6) 0
2 | NG 1 ngal 3% 12 Cﬁ) 0
2 | OG 1 ngal ?S)’ 11 Cﬁ) 0
2 | 0G 1 ngal 3C3 11 (6) 0
2 | 0G 1 TZ?I ?S)) 11 (6) 0
2% | PG | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | PG 1 ngal 3% 12 (6? 0
s w1 SN
s w1 SN
s w1 SN
26 | RG 1 ngal ?g 12 (g 0
26 | RG 1 ngal 3% 12 (g 0
2 | SG 1 ngal 3% 12 (6) 0
2 | SG 1 ngal ?g) 12 (6) 0
2 | SG 1 ngal ?g) 12 (g 0
2 | TG 1 ngal ?g) 12 (g 0
2 | TG 1 ngal ?g) 12 (g 0
2 | UG 1 ngal ?g) 12 (g 0
2 | UG 1 ngal ?% 12 (6) 0
2 | VG 1 ngal ?g) 12 (6) 0
2 | VG 1 ngal ?g) 12 (6) 0
26 | WG 1 ngal 3% 12 (6) 0
2 | WG 1 ngal 3% 12 Cﬁ) 0
26 | WG 1 ngal ?S)’ 11 Cﬁ) 0
2 | XG 1 ngal 3C3 11 (6) 0
2 | XG 1 TZ?I ?S)) 11 (6) 0
2% | Xxa | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | YG 1 ngal 3% 12 (6? 0
26 | YG 1 ngal 3% 12 (g 0
2% | YG 1 ngal ?S)) 12 (g 0
2% | 7a 1 ngal ??3 12 g 0
2 | ZG 1 ngal ?g 12 (g 0
2 | aG 1 ngal 3% 12 (g 0
2 | aG 1 ngal 3% 12 (6) 0
2% | aG 1 ngal ??3 12 (6) 0
2% | bQ 1 ngal 53 12 (g 0
2% | ba 1 ngal ??3 12 (g 0
2 | G 1 ngal ?g) 12 (g 0
2 | G 1 ngal ?g) 12 (g 0
26 | cG 1 ngal ?% 12 (6) 0
2 | dG 1 ngal ?g) 12 (6) 0
2 | dG 1 ngal ?g) 12 (6) 0
2 | oG 1 ngal 3% 12 (6) 0
2% | oG 1 ngal 3% 12 Cﬁ) 0
2% | eG 1 ngal ?S)’ 11 Cﬁ) 0
2% | fa 1 ngal 3C3 12 (6) 0
2% | fa 1 TZ?I ?S)) 12 (6) 0
IR

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
sl + WOV o
IR K
2% | hG 1 ngal ?S)) 12 (g 0
2% | hG 1 ngal ??3 12 g 0
26 | iG 1 ngal ?g 12 (g 0
26 | iG 1 ngal 3% 12 (g 0
26 | iG 1 ngal 3% 12 (6) 0
IS S
IS S
2% | ka 1 ngal ??3 12 (g 0
2% | ka 1 ngal ?g) 12 (g 0
2% | ka 1 ngal ?% 12 (g 0
2% | 1a 1 ngal ?% 12 (6) 0
2 | 1G 1 ngal ?g) 12 (6) 0
wlwe | 1 | YO
wwo | 1 el
wwo | 1 [ eyl
2 | nG 1 ngal ?S)’ 11 Cﬁ) 0
26 | nG 1 ngal 3C3 11 (6) 0
2 | oG 1 TZ?I ?S)) 11 (6) 0
2 | oG 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2 | oG 1 ngal 3% 12 (g 0
IR
IR
IR
IR
wlw | 1 | SOV
2% | rG 1 ngal 3% 12 (6) 0
2% | G | ngal ??3 12 (6) 0
2% | sG | ngal 53 12 (g 0
2% | sG | ngal ??3 12 (g 0
2% | sG 1 ngal ?g) 12 (g 0
2% | tG 1 ngal ?g) 12 (g 0
2% | tG 1 ngal ?% 12 (6) 0
2% | uG 1 ngal ?g) 12 (6) 0
2% | uG 1 ngal ?g) 12 (6) 0
2% | uG 1 ngal 3% 12 (6) 0
2% | v@ 1 ngal 3% 12 Cﬁ) 0
2% | v@ 1 ngal ?S)’ 11 Cﬁ) 0
2% | wG 1 ngal 3C3 11 (6) 0
2% | wG 1 TZ?I ?S)) 11 (6) 0
26 | wG 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | xG 1 ngal 3% 12 (g 0
2% | xG 1 ngal 3% 12 (g 0
2% | xG | ngal ?S)) 12 (g 0
IR
2% | 2G 1 ngal ?g 12 (g 0
2 | Al 1 ngal ?g 12 (g 0
2 | Al 1 ngal ?g 12 (6) 0
2 | Al 1 ngal ?g) 12 (6) 0
2 | DI 1 ngal ?g) 12 (g 0
2 | FI 1 ngal ?g) 12 (g 0
2 | HI 1 ngal ?g) 12 (g 0
26 J1 1 ngal ?g) 12 (g 0
26 LI 1 ngal ?% 12 (6) 0
2 | NI 1 ngal ?g) 12 (6) 0
2 | oI 1 ngal ?g) 12 (6) 0
2% | oI 1 ngal 3% 12 (6) 0
2 | PI 1 ngal 3% 12 Cﬁ) 0
2 | PI 1 ngal ?S)’ 11 Cﬁ) 0
26 PI 1 ngal 3C3 11 (6) 0
IS
IR

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | RI 1 ngal 3% 12 (6? 0
2 | RI 1 ngal 3% 12 (g 0
26 | RI 1 ngal 3(; 12 (g 0
2 | s | ngal ??3 12 g 0
26 SI 1 ngal ?g 12 (g 0
26 | I 1 ngal ?g 12 (g 0
26 | I 1 ngal ?g 12 (6) 0
2 | I 1 ngal ?g) 12 (6) 0
2 | UI 1 ngal ?g) 12 (g 0
2 | UI 1 ngal ?g) 12 (g 0
2% | VI 1 ngal ?g) 12 (g 0
2% | VI 1 ngal ?g) 12 (g 0
2% | VI 1 ngal ?% 12 (6) 0
2% | WI 1 ngal ?g) 12 (6) 0
2% | YI 1 ngal ?g) 12 (6) 0
2% | VI 1 ngal 3% 12 (6) 0
2% | I 1 ngal 3% 12 Cﬁ) 0
26 71 1 ngal ?S)’ 11 Cﬁ) 0
26 71 1 ngal 3C3 11 (6) 0
26 al 1 TZ?I ?S)) 11 (6) 0
26 al 1 ngal ?S)) 11 (6) 0

Continued on next page...



Page 103

wwPDB EM Validation Summary Report

EMD-9976, 6KGX

Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | al 1 ngal 3% 12 (6? 0
2 | bl 1 ngal 3% 12 (g 0
2 | bl | ngal ?S)) 12 (g 0
26 oI 1 ngal 303 12 (g 0
26 I 1 ngal ?g 12 (g 0
26 I 1 ngal ?g 12 (g 0
26 dI 1 ngal ?g 12 (6) 0
26 dl 1 ngal ?g) 12 (6) 0
26 el 1 ngal ?g) 12 (g 0
26 el 1 ngal ?g) 12 (g 0
26 el 1 ngal ?g) 12 (g 0
sl | 1 o]
| 1 oY
sl | 1 oY
sl | 1 oY
IR
26 hl 1 ngal 3% 12 Cﬁ) 0
26 hl 1 ngal ?S)’ 11 Cﬁ) 0
26 il 1 ngal 3C3 11 (6) 0
26 i1 1 TZ?I ?S)) 11 (6) 0
26 i1 1 nga‘l ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
sl 2 [WONT]
IR
2% | kI | ngal ?S)) 12 (g 0
26 kI 1 ngal 303 12 (g 0
26 kI 1 ngal ?g 12 (g 0
26 1T 1 ngal ?g 12 (g 0
26 1T 1 ngal ?g 12 (6) 0
2 | ml 1 ngal ?g) 12 (6) 0
2 | ml 1 ngal ?g) 12 (g 0
2 | ml 1 ngal ?g) 12 (g 0
2% | AJ 1 ngal ?g) 12 (g 0
2% | AJ 1 ngal ?g) 12 (g 0
2% | AJ 1 ngal ?% 12 (6) 0
2% | AJ 1 ngal ?g) 12 (6) 0
2% | BJ 1 ngal ?g) 12 (6) 0
2% | BJ 1 ngal 3% 12 (6) 0
2% | BJ 1 ngal 3% 12 Cﬁ) 0
2% | CJ 1 ngal ?S)’ 11 Cﬁ) 0
2% | CJ 1 ngal 3C3 11 (6) 0
2% | DJ 1 TZ?I ?S)) 11 (6) 0
2 | DIJ | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | DJ 1 ngal 3% 12 (6? 0
2 | EJ 1 ngal 3% 12 (g 0
2% | EJ 1 ngal 3(; 12 (g 0
2 | FJ 1 ngal ?g) 12 (g 0
2% | FJ 1 ngal ?g 12 (g 0
2% | GJ 1 ngal 3% 12 (g 0
2% | GJ 1 ngal 3% 12 (6) 0
2 | HJ 1 ngal ?g) 12 (6) 0
2 | HJ 1 ngal ?g) 12 (g 0
2 | HJ 1 ngal ?g) 12 (g 0
26 1J 1 ngal ?g) 12 (g 0
26 1J 1 ngal ?g) 12 (g 0
26 1J 1 ngal ?% 12 (6) 0
2% | JJ 1 ngal ?g) 12 (6) 0
2% | JJ | ngal ?g) 12 (6) 0
2% | JJ | ngal 3(?5 12 (6) 0
2% | KIJ 1 ngal 3% 12 Cﬁ) 0
2% | KIJ 1 ngal ?S)’ 11 Cﬁ) 0
2% | LJ 1 ngal 3C3 11 (6) 0
2% | LJ 1 TZ?I ?S)) 11 (6) 0
2% | LJ 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | MJ 1 ngal 3% 12 (6? 0
26 | MJ 1 ngal 3% 12 (g 0
2 | NJ 1 ngal 3(; 12 (g 0
2 | NJ 1 ngal ?g) 12 (g 0
26 | NJ 1 ngal ?g 12 (g 0
2 | OJ 1 ngal 3% 12 (g 0
26 | PJ 1 ngal 3% 12 (6) 0
26 | PJ 1 ngal ?g) 12 (6) 0
26 | PJ 1 ngal ?g) 12 (g 0
sl | 1 oY
sl | 1 oYY
2% | RJ 1 ngal ?% 12 (g 0
2% | RJ 1 ngal ?% 12 (6) 0
2% | RJ 1 ngal ?g) 12 (6) 0
2 | SJ 1 ngal ?g) 12 (6) 0
2 | SJ 1 ngal 3% 12 (6) 0
2 | TJ 1 ngal 3% 12 Cﬁ) 0
2 | TJ 1 ngal ?S)’ 11 Cﬁ) 0
2 | TJ 1 ngal 3C3 11 (6) 0
2% | UJ 1 TZ?I ?S)) 12 (6) 0
2% | UJ | ngal ?S)) 12 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | VJ 1 ngal 3% 12 (6? 0
2% | VJ 1 ngal 3% 12 (g 0
2% | VJ 1 ngal ?S)) 12 (g 0
2% | WJ 1 ngal ??3 12 g 0
2% | WJ 1 ngal ?g 12 g 0
2 | XJ 1 ngal 3% 12 (g 0
26 | XJ 1 ngal 3% 12 (6) 0
2 | XJ 1 ngal ?g) 12 (6) 0
2 | YJ 1 ngal ?g) 12 (g 0
2 | YJ 1 ngal ?g) 12 (g 0

e Molecule 27 is PHYCOUROBILIN (CCD ID: PUB) (formula: Cs3H4aN4Og).

PUB

Mol | Chain | Residues Atoms AltConf
Total C N O
27 Al 1 43 33 4 6 0

Continued on next page...

WO RLDWIDE
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
27 | K1 1 ngal 3% 12 (6? 0
27 | 21 1 ngal 3% 12 (g 0
27 | 21 1 ngal 3(; 12 (g 0
27 | A2 1 ngal 303 12 (g 0
27 | A2 1 ngal ?g 12 (g 0
27 | K3 1 ngal 3% 12 (g 0
27 | Y3 1 ngal 3% 12 (6) 0
27 | A4 1 ngal ?g) 12 (6) 0
27 | K4 1 ngal ?g) 12 (g 0
27 | 24 1 ngal ?g) 12 (g 0
27 | 24 1 ngal ?g) 12 (g 0
27 | A6 1 ngal ?g) 12 (g 0
27 | A6 1 ngal ?% 12 (6) 0
27 | A7 1 ngal ?g) 12 (6) 0
27 | A7 1 ngal ?g) 12 (6) 0
27 | A8 1 ngal 3% 12 (6) 0
27 | A8 1 ngal 3% 12 Cﬁ) 0
27 | BS 1 ngal ?S)’ 11 Cﬁ) 0
e | 1 [ SYO
27 | A9 1 TZ?I ?S)) 11 (6) 0
27 | N9 1 ngal ?S)) 11 (6) 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
27 | AA 1 ngal 3% 12 (g 0
27 | AA 1 ngal 3% 12 (g 0
27 | BA 1 ngal 3(; 12 (g 0
IR
27 | AB 1 ngal ?g 12 (g 0
27 | AB 1 ngal ?g 12 (g 0
27 | KD 1 ngal ?g 12 (6) 0
27 | YD 1 ngal ?g) 12 (6) 0
27 | wE 1 ngal ?g) 12 (g 0
27 | xE 1 ngal ?g) 12 (g 0
27 | xE 1 ngal ?g) 12 (g 0
27 | xE 1 ngal ?g) 12 (g 0
IS K
IS K
27 | AF 1 ngal ?g) 12 (6) 0
27 | AF 1 ngal 3% 12 (6) 0
27 | wa 1 ngal 3% 12 Cﬁ) 0
27 | xG 1 ngal ?S)’ 11 Cﬁ) 0
27 | xG 1 ngal 3C3 11 (6) 0
27 | xG 1 TZ?I ?S)) 11 (6) 0
IR

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
ol ] 4 [T ENT]
27 | Al 1 ngal 3% 12 (g 0
27 | Al 1 ngal 3(; 12 (g 0
27 | AJ 1 ngal ?g) 12 (g 0
27 | NJ 1 ngal ?g 12 (g 0

e Molecule 28 is PHYCOCYANOBILIN (CCD ID: CYC) (formula: C33Hy4oN4Og).

CYC

HO

Mol | Chain | Residues Atoms AltConf
28 | 2 1 ngal ?S,) f (g 0
28 | D2 1 ngal ?g 1} (b? 0
28 | E2 1 th;‘l ?g 1} (6) 0
28 | T2 1 ngal ?% 1} (g 0
28 | G2 1 ngal 3% 12 (g 0
28 | M2 1 ngal ?% 12 (g 0

Continued on next page...

WO RLDWIDE
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | 12 | ngal g)) 12 (6) 0
28 | J2 1 ngal ?g 12 (g 0
28 | K2 1 ngal 3(; 12 (g 0
28 | L2 1 ngal ?g 12 (g 0
28 | M2 1 ngal ?g 12 (g 0
28 | N2 1 TZ?I ?g 12 (g 0
28 | B6 1 TZ?I 3(?5 12 (g 0
28 | B6 1 ngal 3(;) 11 (b? 0
28 | C6 1 ngal 3C3 11 g 0
28 | D6 1 ngal 3C3 11 g 0
28 | 6 1 ngal 3C3 11 g 0
28 | F6 1 TZ?I g)’ 11 (g 0
28 | Q6 1 ngal 303 11 (g 0
28 | H6 1 TZ?I 53 1} C6) 0
28 16 1 TZ?I 53 1} (g 0
28 | K6 1 ngal 53 1} C6) 0
28 | L6 1 ngal 3% 1} (6? 0
28 | M6 1 ngal ;S), 1} (g 0
28 | C7 1 ngal ;S), 1} (6) 0
28 | D7 1 ngal ?g) 1} (6) 0
2% | E7 | ngal ??3 11 (g 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
28 | F7 1 ngal 3% 1} (6) 0
2% | a7 | ngal ?g 12 (6) 0
28 | H7 1 ngal 3(; 12 (g 0
28 I7 1 ngal ?% 12 (g 0
28 | J7 | ngal ?g 12 (g 0
28 | J7 | ngal ?g 12 (g 0
28 | K7 1 TZ?I 3(?5 12 (g 0
28 | L7 1 ngal 3(;) 11 (b? 0
28 | N7 1 ngal 3C3 11 g 0
28 | BB 1 ngal 3C3 11 g 0
28 | CB 1 ngal 3C3 11 g 0
28 | DB 1 TZ?I g)’ 11 (g 0
28 | EB 1 ngal 303 11 (g 0
28 | FB 1 TZ?I 53 1} C6) 0
28 | GB 1 TZ?I 53 1} (g 0
28 | HB 1 ngal 53 1} C6) 0
28 | 1B 1 ngal 3% 1} (6? 0
28 | KB 1 ngal g)) 1} (g 0
28 | LB 1 ngal ?g) 1} (6) 0
28 | MB 1 ngal ?g) 1} (6) 0
28 | NB | ngal ??3 11 (g 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
28 | CF 1 ngal 3% 1} (6) 0
2% | DF | ngal ?g 12 (6) 0
28 | DF 1 ngal 3(; 12 (g 0
28 | EF 1 ngal ?% 12 (g 0
28 | FF 1 ngal ?g 12 (g 0
28 | HF 1 TZ?I ?g 12 (g 0
28 | IF 1 TZ?I ?g 12 (g 0
28 | JF 1 ngal 3(;) 11 (b? 0
28 | JF 1 ngal 3C3 11 g 0
28 | KF 1 ngal 3C3 11 g 0
28 | LF 1 ngal 3C3 11 g 0
28 | NF 1 TZ?I g)’ 11 (g 0
a1 B CETO
w1 oA
s | o [ CrYOl
wm | 1 [ CENOl
IS I
wm [ 1 [maCENOl
s m | 1 g EYe
IRV
IR

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
28 | MH 1 T‘gtlal 3% 3}; 12(3 0
28 | NH 1 T‘gtlal 3% ?fé II%) 0
28 | oH 1 T‘gtlal 3(; ;é II%) 0
28 | PH 1 Tgtlal ?g) :E; II%) 0
sl 1 o Avol
w | 1 [ C AN
wm | 1 [wCRNOT
am ] 1 SIS EYI
w1 [ C RO
w1 [ CRYOT
w i | o [T C AT
a1 [ EYI
a1 RS EYI
a1 S EYO
s o [ o rYOl
s w | 1 [ avol
s m | 1 [macAvol
s m | 1 [macANol
s m | 1 [monvel
s w1 o nvel
IR TR

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
28 | il 1 T‘gtlal 3% 3}; 12(3 0
IRV
28 | | T‘gtlal ?S)) ;é II%) 0
28 | 1H 1 Tgtlal 303 ;; II%) 0
28 | mH 1 Tgtlal 3(; ;; 11(6) 0
ww [ 1 [maCENOl
ww [ 1 [maCENOI
am | 1 [maCENOl
ww | 1 [maCENOT
aw | 1 [maCENOl
am [ 1 [maCENOl
s w1 Ao EYel
wlw [ 1 Ao EYOl
s w | 1 A EYOl
s | o [ o rvol
sl | 1 [monyel,
s | o [ o rYOl
s m | o [ orYol
28 | I 1 ngal ;S), 12(6) 0
28 | DI 1 ngal ?g) 12(6) 0
28 | EI 1 ngal g)) li(g 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf
2% | FI | ngal g)) 12 (6) 0
28 | @I 1 ngal ?g 12 (g 0
28 | HI 1 ngal 3(; 12 (g 0
28 I 1 ngal ?% 12 (g 0
28 J1 1 ngal ?g 12 (g 0
28 | KI 1 TZ?I ?g 12 (g 0
28 LI 1 TZ?I ?g 12 (g 0
28 | MI 1 ngal 3(;) 11 (b? 0
28 | NI 1 ngal 3C3 11 g 0

MolProbity failed to run properly - this section is therefore empty.
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3 Experimental information (i)

Property Value Source

EM reconstruction method SINGLE PARTICLE Depositor
Imposed symmetry POINT, C2 Depositor
Number of particles used 191825 Depositor
Resolution determination method | FSC 0.143 CUT-OFF Depositor
CTF correction method PHASE FLIPPING ONLY Depositor
Microscope FEI TITAN KRIOS Depositor
Voltage (kV) 300 Depositor
Electron dose (e~ /A”) 48 Depositor
Minimum defocus (nm) 1200 Depositor
Maximum defocus (nm) 2200 Depositor
Magnification 105000 Depositor
Image detector GATAN K2 SUMMIT (4k x 4k) Depositor



https://www.wwpdb.org/validation/2017/EMValidationReportHelp#experimental_info
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4 Model quality (i)

4.1 Standard geometry (i)

MolProbity failed to run properly - this section is therefore empty.

4.2 Too-close contacts (i)

MolProbity failed to run properly - this section is therefore empty.

4.3 Torsion angles (i)
4.3.1 Protein backbone (3)

MolProbity failed to run properly - this section is therefore empty.

4.3.2 Protein sidechains (1)

MolProbity failed to run properly - this section is therefore empty.

4.3.3 RNA (D

MolProbity failed to run properly - this section is therefore empty.

4.4 Non-standard residues in protein, DNA, RNA chains (i)

Mogul failed to run properly - this section is therefore empty.

4.5 Carbohydrates (i)

Mogul failed to run properly - this section is therefore empty.

4.6 Ligand geometry (i)

Mogul failed to run properly - this section is therefore empty.

4.7 Other polymers (i)

Mogul failed to run properly - this section is therefore empty.

WO RLDWIDE

PROTEIN DATA BANK


https://www.wwpdb.org/validation/2017/EMValidationReportHelp#model_quality
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#standard_geometry
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#close_contacts
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#torsion_angles
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#protein_backbone
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#protein_sidechains
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#rna
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#nonstandard_residues_and_ligands
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#nonstandard_residues_and_ligands
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#nonstandard_residues_and_ligands
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#nonstandard_residues_and_ligands
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4.8 Polymer linkage issues (i)

There are no chain breaks in this entry.


https://www.wwpdb.org/validation/2017/EMValidationReportHelp#polymer_linkage

Page 120 wwPDB EM Validation Summary Report EMD-9976, 6KGX

5 Map visualisation (i)

This section contains visualisations of the EMDB entry EMD-9976. These allow visual inspection
of the internal detail of the map and identification of artifacts.

No raw map or half-maps were deposited for this entry and therefore no images, graphs, etc.
pertaining to the raw map can be shown.

5.1 Orthogonal projections (i)

This section was not generated.

5.2 Central slices (i)

This section was not generated.

5.3 Largest variance slices (i)

This section was not generated.

5.4 Orthogonal standard-deviation projections (False-color) (i)

This section was not generated.

5.5 Orthogonal surface views (i)

This section was not generated.

5.6 Mask visualisation (i)

This section was not generated. No masks/segmentation were deposited.


https://www.wwpdb.org/validation/2017/EMValidationReportHelp#map_visualisation
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#orthogonal_projections
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#central_slices
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#largest_variance_slices
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#orthogonal_glow_std
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#orthogonal_views
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#masks
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6 Map analysis (i)
This section contains the results of statistical analysis of the map.

6.1 Map-value distribution (i)

This section was not generated.

6.2 Volume estimate versus contour level (i)

This section was not generated.

6.3 Rotationally averaged power spectrum (i)

This section was not generated. The rotationally averaged power spectrum had issues being dis-
played.


https://www.wwpdb.org/validation/2017/EMValidationReportHelp#map_analysis
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#map_value_distribution
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#volume_estimate
https://www.wwpdb.org/validation/2017/EMValidationReportHelp#raps
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7 Fourier-Shell correlation (i)

This section was not generated. No FSC curve or half-maps provided.


https://www.wwpdb.org/validation/2017/EMValidationReportHelp#fsc_validation
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8 Map-model fit (i)

This section was not generated.


https://www.wwpdb.org/validation/2017/EMValidationReportHelp#map_model_fit
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